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Fig. 2. Bayesian phylogeny of Saccharum s.I. and other genera of Andropogoneae. based on the combined data set (apol, d8, ep2-exT, ep-ex8. and repl),
shown as a phylogram. Bayesian PP > 0.85 are shown above branches, and ML / MP bootstrap values > 50 are shown below. For species with more than one speci-
‘men or more than one paralogue in our analyses, collector number is after the binomial, according to Table 2. Clades of South American taxa of Saccharum s.I. were

collapsed and presented in detail in Fig. 3.
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Fig. 3. Bayesian phylogeny of Saccharum s.l. and closely related genera, based on the combined data set (apol, d8, ep2-ex7, ep2-ex8, and repl). Bayesian PP >

0.85 are shown above branches, and ML / MP bootstrap values > 50 are shown below. For taxa with more than one specimen in our analyses, the collector number is
after the binomial, according to Table 2. The type species of Saccharum (5. officinarum) and Erianthus (E. giganteus | Saccharum giganteum) are highlighted in bold.
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Fig. 4. Bayesian phylogeny of Saccharum s.l. and closely related genera, including the specimens of Saccharum aff. villosum (names in bold), based on the
combined data set (apol, d8, ep2-ex7, ep2-ex8, and repl). Bayesian PP > 0.85 are shown above branches, and ML / MP bootstrap values > 50 are shown below. For

taxa with more than one specimen in our analyses, the collector
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Figures 19-23. 19-22. Saccharum angustifolium. 19. Habit (Longhi-Wagner & Welker 9781). 20. Inflorescence (Welker 260).
21. Pair of spikelets. pedicel. and rachis internode. 22. Lower glume of the sessile spikelet (Longlhi-Wagner & Welker 9781).
23. Saccharum asperum (Longhi-Wagner & Welker 10811). Habit.
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igures 24-30. 24-25. Saccharum asperum (Longhi-Wagner & Welker 10811). 24. Pair of spikelets, pedicel. and rachis internode.
P5. Lower glume of the sessile spikelet. 26-30. Saccharum villosum. 26. Habit (Longhi-Wagner & Welker 10665). 27. Leaf
bheath and blade (Longhi-Wagner & Welker 10611). 28. Inflorescence (Longhi-Wagner & Welker 10803a). 29. Pair of spikelets.
bedicel. and rachis internode. 30. Lower glume of the sessile spikelet (Longhi-Wagner & Welker 10665).






















