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Introduction

Rice is one of the world’s major food crop which has been
cultivated for more than 7000 years. Rice belongs to tribe
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Oryzeae which includes 12 genera and about 70 species, most
of which have not been the subject of detailed molecular
genetic studies. The wild relatives of cultivated rice are
important sources of useful genes for genetic improvement of
rice production and quality. We have investigated species from
2 genera, Zizapia from North America and Potamophila from
i them to Oryza.:Ziz isa native Ngr‘!h
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The Tribe Oryzeae (Poaceae)

of that continent. Zizania palustris L is an edible species which
is now cultivated (Oelke et al., 1997). Potamophila parviflora
R.Br. which is the only species in this genus is endemic to the
rivers of New South Wales. We have traced wild populations of
this species and initiated a program of collection of germplasm
and analysis of genetic diversity and relationships. The
nucleotide sequences of the first internal transcribed spacer
(ITS 1), between the 17S and 5-8S ribosomal DNA genes of
thege. wild rices have been used to determine genetic
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Number Chromosome
Genus of Species Distribution Number (2n)
Oryza 22 Pantropical 24
Zizania 3(4) N s 30,34 Australian rice cultivar Jarrah ! A ) i
Asia, Europe Potamophila parviflora, Upper Eden Creek
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RNA genes. Phylogenetic trees of these species generated otamophila 1s more close to rice and %

from the ITS1 sequence data were in general agreement with  potentially a better source of useful gene for the improvement Crithodium

phylogenies based on the traditional taxonomic of cultivated rice.

classification by Clyton and Renvoize (1986). This study The ability of Potamophila to grow at low temperatures Sorghum

confirmed that sequences of the ITS region are useful for  may have a particular significance and relevance to our search ) .

phylogenetic studies among closely related species. Within  for cold tolerance genes from wild rice to transfer to the G iceenciclied demfd.fmm il

the Oryzeae clad, our data suggest that, despite a widely ~ commercially grown Australian rice varieties. sequence andaiysis
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