Suppl Data Table S1. Specimens sampled, their taxonomic name, the family in which the genera were placed by Baral (2016) unless otherwise indicated, the family accepted based on the analyses i this paper, and the sequences available for those specimens, either as Sanger sequences (with Genbank accession number,

otherwise available from alignments in https://doi.org/10.7931/T5YV-BE9S) or as extracts from genomes despoited in JGI and NCBI (extracts available from alignments in https://doi.org/10.7931/TSYV-BE9S). Newly generated sequences and genomes are in bold.

Code species current higher taxon (1) Accepted higher taxon type status (2) Voucher or strain NCBI genome 161 genome notes ssu 3 Lsu RPBL RPB2 RPAL mtssu TEFL Btub Mcm7 RPC2 B4 RPA2 atub SF3B1
biosample
CBS109321 Acephala applanata Mollisiaceae Mollisiaceae exType specimen  CBS 109321 NR 119482 KF951051 KT225541
Acemal Acephala macrosclerotiorum Mollisiaceae Mollisiaceae CBS 123555 Acemal (12) 121349 genome genome genome genome genome genome genome  genome  genome  genome  genome
DSM104360 Alatospora acuminata Leotiaceae (5) Leotiales incertae sedis Tvpe species DSM 104360 (6) =CCM-F12186 MK226454  AY204588 MK226457 MK241480  MK241444 MK241454 MK241467
A_acu_Hosoya Albotricha acutipila Lachnaceae Lachnaceae Type species FC-2262, TNS-F-16740 (7) ITS of specimen ex Japana 1434582 ABAB1234 ABAB1317 Lc431679 ABAB1354 1431751 MWLR Datastore
litle different to KT005452
(ex Sweden - tvpe localitv)
A alb Hosova Albotricha albotestacea Lachnaceae Lachnaceae FC-2094, TNS-F-16497 (7) ABA4B1235 AB4B1303 ABA81340 Lca31747 MWLR Datastore
KL391 Ameghiniella australis Cordieriticaeae Cordieriticaeae Tvpe species FH 01146515 KX090893 MH752070  KX090841 KX090787 KX090690
F51377 *Amicodisca’ castaneae Helotiales (Han Clade 7) KUS F51377 IN033389 INO86692 IN086843 IN086766
Amorel Amorphotheca resinae Amorphothecaceae Amorphothecaceae ATCC 22711 Amorel (4, 13) genome EU030278 EU030280 genome genome genome genome genome genome genome genome  genome  genome  genome  genome
D368 Aotearoamyces nothofagi Tympanidaceae Leotiales incertae sedis Tvpe species ICMP 21969 (8) MG807391  KM677201 MG807387 MH700578
D781 Arachnopeziza araneosa Arachnopezizaceae Arachnopezizaceae ICMP 21731 (8) SAMN09907757 (3. 4) genome MH578553  genome MHE82248  genome genome genome genome genome MH700571  genome  genome genome  genome  Renome
NS F11212 Arachnopeziza aurata Arachnopezizaceae. Arachnopezizaceae NS 1434570 IN033436 AB5469 IN086881 INO86806
A aurel Hosova Arachnopeziza aurelia Arachnopezizaceae Arachnopezizaceae Tvpe species NS 1434591 1425050 1429386 1431691 IN086880 IN086805
NS F12768 Arachnopeziza obtusipila Arachnopezizaceae Arachnopezizaceae TNS-F-12768 (7) 34571 IN033445 INO86746 1431670 IN086890 IN086815 MWLR Datastore
DSM104345 Articulospora tetracladia Discinella-Pezoloma lineage Discinella-Pezoloma lineage Tvpe species DSM 104345 (6) MK226453  MK226461 MK226456 MK241471  MK241436 MK241447 MK241460
KUS F52351 Ascocoryne cylichnium Gelatinodiscaceae Gelatinodiscaceae TNS-F-15227 (7) 1434577 IN033406 INO86709 1431673 IN086782
Ascsal Ascocorvne sarcoides Gelatinodiscaceae Gelatinodiscaceae Tvpe species NRRL 50072 Ascsal (4, 28) genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
D369 Ascocoryne sp. Gelatinodiscaceae Gelatinodiscaceae ICMP 22539 (8) MHE82237 MH682251 MH700579
Blugrl Blumeria gramins f.50. hordei Ervsiphaceae Ervsiphaceae Tvpe species DH14 Blugr1 (4, 14) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
Botcil Botrtis cinerea Sclerotiniaceae Sclerotiniaceae Tvpe species 805.10 Botcil (4, 15) genome genome genome. genome genome. genome. genome genome genome  genome  genome  genome  genome
KUS F52031 Brunnipila fuscescens Lachnaceae Lachnaceae KUS-F52031; TNS-F-16635 (7) 1434580 IN033392 1424945 1431677 IN086846 10431750 MWLR Datastore
m141 Brvoscyphus dicrani Helotiaceae Helotiaceae TUR 185318 EU940034  EU940183 EU940107 EU940323
AFTOL ID 916 Bulgaria inauinans Phacidiaceae Phacidiaceae Tvpe species CBS 11831 DQ471008  KIG63831 DQ470960 DQ471152 DQ470910 DQ471079
Bulin Bulgaria inquinans Phacidiaceae Phacidiaceae Tvpe species CBS118.31 Bulin1 (4, 25) genome genome genome genome. genome genome genome  genome  genome  genome  genome
L2011 Bulgariella pulla incertae sedis Helotiaceae Tvpe species TL2011 KU845534  KUB45537 KU845535 KU845545 KU845541
Mo12 Cadophora malorum Ploettnerulaceae Ploettnerulaceae Mo12 SAMEA3925016 genome genome genome genome genome genome. genome genome genome genome genome  genome  genome  genome  Renome
Cadsol Cadophora sp DSE1049 Ploettnerulaceae Ploettnerulaceae DSE1049 Cads1 (4, 16) genome genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
VPRI42388 Cairnevella variabilis Helotiales incertae sedis (5) Helotiales (hvaloscyphoid clade) exType specimen  CSIRO, FRR 6070 SAMNO4263868 (4) genome KF836358 genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
HMAS187063 c (s) Cenangiaceae Tvpe species HMAS 187063 (9) GU936124 KR094163 MH729338  MH729345
AFTOL ID 1301 Calycina citrina Pezizellaceae Pezizellaceae CBS139.62 as Bisporella citrina FI176815 FI176871 1238354 FJ190632
D702 Calvcina citrina Pezizellaceae Pezizellaceae ICMP 22538 (8) MH682235 MH682243 MH700581 MH700575
B disc Hosova Calycina discedens Pezizellaceae Pezizellaceae TNS-F-37025 (7) as Bisporella discedens 1434589 LC169492 1429377 1431690 10431724 10431758
CBS_466_73 ‘Calycina herbarum' Helotiaceae CBS 466.73 SAMNO4158973 Hymenoscyphus sp., genome genome genome genome genome genome genome  genome genome  genome  genome
genetically distinct from
Calvcina
Bisps1. Calycina sp. Pezizellaceae Pezizellaceae PMI 857 Bisps1 (4, 12) as Bisporella sp. genome ome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
KL174 Cenangiopsis auercicola Cenangiaceae Cenangiaceae Tvpe species TAAM 178677 KX090862 LT158425 KX090811 KX090760 KX090713 KX090663
KL243 ‘Cenangium'’ acuum Rutstroemiaceae TAAM 198515 KX090873 LT158439 KX090822 KX090767 KX090720 KX090674.
KL390 Cenangium ferruginosum Cenangiaceae Cenangiaceae Tvpe species TAAM 198451 KX090892 LT158471 KX090840 KX090739
BPIS43553 Chaetomella oblonga Chaetomellaceae Chaetomellaceae Tvpe species CBS110.76 AY487084  AV487082 AY487083
Chalo1. Chalara longipes Pezizellaceae Hyaloscyphaceae 8D Chalol (4, 12) based on SSU, could be genome genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
congeneric with AF203463, a
putative Chalara fusarioides
D1686 Chlorencoelia torta Cenangiaceae Cenangiaceae ICMP 21732 (8) SAMN09907751 (3, 4) genome MHE82234  genome genome genome genome. genome genome genome genome genome  genome  genome  genome  genome
KPG06. Chlorencoelia versiformis Cenangiaceae Cenangiaceae Tvpe species TU 107606 KX090894 KX090788 KX090740 KX090692
1HIA39 Chlorociboria aeruginascens. Chlorociboriaceae Chlorociboriaceae 1HIA39 SAMNO6706673 (4) genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
< Hosova Chlorocib i c Chlorociboriaceae TNS-F-36241 (7) 1434588 1425045 1429376 1c431689 1431723
KL247 Chlorociboria aeruginella Chlorociboriaceae Chlorociboriaceae TAAM 198514 (10) KX090875 MH752067 KX090769 Kx090722 KX090676
AFTOL ID 151 Chlorociboria aeruginosa Chlorociboriaceae Chlorociboriaceae Tvpe species 05C 100056 AY544713 DQ491501 AY544669 DQ471125 DQ470886 AY544734 DQ471053
C aerugnosa Hosova  Chlorociboria aeruginosa Chlorociboriaceae Chlorociboriaceae TNS-F-13596 (7) 1434578 1425047 1429383 1431687
D1530 Chlorociboria halonata Chlorociboriaceae Chlorociboriaceae ICMP 15625 IN939862 AY755355 IN939933 IN9B5211 IN98S511 IN993298
D788 Chlorociboria poutoensis Chlorociboriaceae Chlorociboriaceae ICMP 15618 (8) AY755352 MH682247 MH700576
FUNNZ2018 2904 Chlorociboriaceae sp. Chlorociboriaceae PDD 112225 MK248054  MK248036 MK248011 MK241482  MK241488 MK241483
AFTOL ID 67 Chloroscypha cf. enterochroma Gelatinodiscaceae Gelatinodiscaceae 05C 100020 544700 AY544656 AY544735
HMAS275558 Chlorosplenium chiora incertae sedis Mollisiaceae Type species HMAS 275558 (9) specimen from China, LSU ~ MH729331 MH729335 MH729340  MH729347
differs slightly from C. chlora
ex N America ex Genbank
C_bat_Hosoya Ciboria batschiana Sclerotiniaceae Sclerotiniaceae TNS-F-44241 (7) 55U and RPB1 from TNS Lca34592 AB926056 AB926143 Lc431686 AB926188 MWLR Datastore
F40078
KL365 Ciboria batschiana Sclerotiniaceae Sclerotiniaceae TU 104222 (10) MH758758  LT158466 MH748088
ICMP19812 Ciborinia camelliae Sclerotiniaceae Sclerotiniaceae ICMP 19812 SAMN03840770 (4) genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
1927H Ciborinia whetzelii Sclerotiniaceae Sclerotiniaceae Tve species 1927.H (Oslo) 773714 273768 773742
F52678 Cistella albidolutea Hvaloscvohaceae Helotiales (Stamnaria lineage/Han Clade 9) KUS-F52678 IN033429 INO86732 IN086872 IN086798
HRI11 Clarireedia homeocarpa Rutstroemiaceae Rutstroemiaceae HRI11 SAMNO4267405 genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
C atro Hosova Claussenomvees prasinulus Tvmpanidaceae Leotiales incertae sedis TNS-F-18149 (7) MWLR Datastor LC425048 1429384 1431674 10431719
Claussenomyces prasinulus Tympanidaceae Leotiales incertae sedis TU 104191 KX090866 KX090815 KX090667
AFTOL ID 147 Coccomvees dentatus Rhvtismataceae Rhvtismataceae 05€ 100021 AY544701 DQ491499 AY544657 DQ247789 AY544736 DQ497605
Cocstl Coccomyces strobi Rhytismataceae Rhytismataceae CBS 202.91 Cocstl (4, 25) AFTOLID 1250 DQ471027  genome DQ470975 genome genome genome F1190622 genome genome genome genome  genome  genome  genome  Renome
BP5796 i i i s (5) D Tvpe species BP5796 SAMNO7177961 genome genome genome genome genome genome  genome  genome  genome  genome
BP6252 Coleoph dis (5) D BP6252 SAMNO7195328 genome genome genome genome genome genome genome  genome  genome  genome  Renome
CBS120878 ‘Collophorina’ paarla Leotiales incertae sedis €85 120878 6QIs4632  6Q154575 6Q154611
85120873 Collophorina rubra Tympanidaceae Tympanidaceae exType specimen  CBS 120873 6Q154627  GQ154547 GQ154606
AFTOL ID 1264 Connersia rilstonii Pseudeurotiaceae Helotiaceae exTvpe specimen  CBS 537.74 AF096174 KI755499 FI176866 F1238435 k1755473 F1190625 F1238398
te c Cordieriticaeae Tve species EU107262 EU107270
AFTOL 1D 272 Crinula caliciiformis Tvmpanidaceae Leotiomveetes incertae sedis Tvpe species DAOM 231117 anamorphic Holwava AY524729 KT225524. AY524680 KT225542 AY544738
604a Crocicreas gramineum incertae sedis Helotiales (pezizelloid clade) Tve species YSU-F-03527 (11) MH733945  MH733950 MK244982 MK244987
D2514 [ (s) Helotiales (sclerotinioid clade) tvpe species PDD 111534 MHS78491  MH985296 MH986707  MH986703 MH986710
BS_268_39 Cryptosporiopsis nigra Dermateaceae Dermateaceae Type species CBS 268.39 as P. ocellata teleomorph of KR859232 KR859024 KRE59339 KR59302
C.nigra, type of
Cryptosporiopsis
AFTOL ID 166 Cudoniella clavus Helotiaceae Helotiaceae 05C 100054 DQ470992  DQA491502 DQ470944 DQ471128 DQ470888 FI713604 DQ471056
AFTOL ID 1296 Cyclaneusma minus Marthamycetaceae Marthamycetaceae exType specimen  CBS 496.73 FI176812 NR 153910 176868 F1238351 F1190629 F1238400
R930 Cuclaneusma minus Marthamycetaceae Marthamvcetaceae 1CMP 17358 (8) KJ606669 KJ606680 KI606674 MH700583 MH698452
D_long_Hosoya Dasyscyphella longistipitata Lachnaceae Lachnaceae FC-2013 (7) 55U, mtssu and Btub from FC- LC434581 ABAB1239 ABAB1294 ABA81331 Lca31745 MWLR Datastore
2018 (TNS-F-16433)
F17834 Dematioscypha dematiicola Hvaloscyphaceae Helotiales (Han Clade 7) TNS-F-17834 IN033438 INO86739 IN086883 IN086808.
AFTOL ID 941 Dermea acerina Dermateaceae Dermateaceae CBS 131.68 DQ247809  AF141164 DQ247801 DQ471164 DQ247791 DQ976373  DQ471091
10106 Dicephalospora rufocornea Helotiaceae Helotiaceae HMAS 275559 (9) MH729332  KUG68565 MH729336 MH729341  MH729348
D ruf Hosova Dicephalospora rufocornea Helotiaceae Helotiaceae TNS-F-40024 (7) 1434557 AB926055 AB926123 Lca31684 AB926193 MWLR Datastore
Ki317 Diplocarpa bloxamii Cordieritidacaeae Cordieritidacaeae C-F74826 KX090885 KX090834 KX090745 KX090688
NLL Diplocarpon mali Drepanopezizaceae Drepanopezizaceae NLL SAMNO6564146 (4) as Marssonina coronariae genome KY672995 genome genome genome genome genome genome genome  genome  genome  genome  genome
DortE4 Diplocarpon rosae Drepanopezizaceae Drepanopezizaceae Tvpe species Dorte4 SAMNO6163654 (4) genome Renome grenome grenome genome genome genome genome genome Renome genome  genome  genome  genome  Renome
M168 nella schimperi Discinella-Pezoloma lineage Discinella-Pezoloma lineage TUR 185323 £U940043 EU940192 EU940116 £U940328 EU940265
KL111 Encoelia’ fimbriata Cordieritidaceae TAAM 165728 KX090852 MH752063  KX090800 KX090703 KX090655
KL107 Encoelia furfuracea Cenangiaceae Cenangiaceae Tupe species TAAM 165633 KX090850 LT158416 KX090798 KX090749 KX090701 KX090653
KL164 Encoelia’ heteromera Cordieritidaceae HB 8448 KX090861 KX090809 KX090758 KX090712 KX090662
M193 Eiglia gloeocapsae Mniacea lineage Mniaceaceae tvoe species TUR 185311 EU940055 EU940204 EU940128 EU940341 EU940272
Ervnec Ervsiphe necator Ervsiphaceae Ervsiphaceae strain ¢ Ervnecl (4,17) Renome grenome genome. genome genome Renome Renome genome  genome  genome  genome  Renome
CCM_F00681 Filosporella cf. annelidica Helotiaceae CCM F-00681 (6) MK226452  MK226458 MK226455 MK241473  MK241438 MK241449
CCM_F13091 Filosporella fistucella Ascomycota incertae sedis (5) Helotiales incertae sedis CCM F-13091 (6) MK226451  KC834047 KC834021 MK241477 MK241456 MK241462
CCM F 18699 Flagellospora curvula Nectriaceae (5) Leotiales incertae sedis Tupe species CCM F-18699 (6) ITS and LSU ex CCM F-20899  MK226450  KC834050 KC834023 MK241479 MK241453 MK241468
669 Gamarada debralockiae Hvaloscyphaceae (5) Helotiales (Han Clade 4) exType specimen  CSIRO, FRR 6190 SAMNO7652639 Renome Renome genome grenome genome genome genome Renome Renome genome  genome  genome  genome  Renome
G ast Hosova Gelatinipulvinella astraeicola Helicogoniaceae Helicogoniaceae Tupe species TNS-F-17846 (7) 1434573 1425040 1429381 1431667 10431715 10431762
G_fung_Hosoya Gelatinopsis fungicola Helicogoniaceae Helicogoniaceae TNS-F-44003 (7) Lca34551 Lca25051 Lca29387 LC431666 Lca31725 Lc431765
Glalol Glarea lozovensis. Helotiaceae Helotiaceae exType specimen  ATCC 20868 Glalol (4, 18) genome NR 137138 genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
KL150 Godronia fuliginosa Godroniaceae Godroniaceae HB 6640 (10) MH752064  MH748090 MH753364
Golcil Ervsiphaceae ucscl Golci1 (4, 26) genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
Greab. Gremmeniella abietina Godroniaceae Godroniaceae Type species DAOM 170408 Greab1 (4, 29) separate Asian and European genome KC352960 genome genome KC533103 genome genome genome genome genome  genome genome  genome  genome
haplotvpes
CCM_F400 Gyoerfiyella rotula Discinella-Pezoloma lineage Discinella-Pezoloma lineage CCM F-400 (6) MK226449  KC834061 KC834029 MK241469  MK241434 MK241445 MK241458
NS F24336 laricionis Pezizellaceae Tvpe species TNS-F-24336 INO86830 IN033455 INO86755 IN086905 MWLR Datastore
02211 Helotiaceae sp. Helotiaceae ICMP 22540 (8) MH682222  MH682236  MH682242 MH700585 MH700586 MH700568
KL20 Hevderia abietis Cenangiaceae Cenangiaceae Tvpe species TAAM 165961 KX090845 LT158426 KX090747 KX090699 KX090650
KL216 Hevderia pusilla Cenangiaceae Cenangiaceae TU 104257 KX090865 LT158430 KX090762 KX090715 KX090665
D1881 Hispidula tokerau Hvaloscvohaceae Helotiaceae ICMP 22800 (8) MH578493 MH682244 MH700567
H muc Hosova Holwaya mucida Tympanidaceae Leotiomycetes incertae sedis Type species TNS-F-29145 (7) Lc434585 Lca25042 1429385 1431688 1C431716 1c431763
TU112863 Holwava mucida Tympanidaceae Leotiomycetes incertae sedis Tvpe species TU 112863 (10) KX090898 MH752062  KX090844 KX090793 KX090744
KACC45613 Hyalopeziza nectrioides Hyaloscyphaceae Hyaloscyphaceae KACC 45613 33381 INO86684 INO86836 INO86761
Hyaloscypha vitreola Hvaloscyohaceae Hvaloscyphaceae Tvpe species TUR (5. Huhtinen 05/71) F1477059 F1477058 F1477054
H caud Hosova Hymenoscyphus caudatus Helotiaceae TNS-F-40056 (7) 1434560 AB926065 AB926134 AB926195 1C431760 MWLR Datastore
CB5133217 Hymenoscyphus fraxineus Helotiaceae BS 133217 SAMNO4145411 Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
8BS 650 92 Hymenoscyphus fructigenus Helotiaceae Type species CBS 650.92 SAMNO4157984 genome GUS86933 genome genome genome genome genome genome genome genome  genome genome  genome  genome
H fruct Hosova Hymenoscyphus fructigenus Helotiaceae Helotiaceae Tvpe species TNS-F-44644 (7) 1434563 AB926057 AB926144 AB926189 10431756
KUS F51352 Hymenoscyphus ginkgonis Helotiaceae Helotiaceae KUS F51352 (7) SSU from TNS-F-11208 1434552 NR 119669 EU096525
CBS122016 Hymenoscyphus infarciens Helotiaceae Helotiaceae CBS 122016 SAMN04145410 Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
D358 *Hymenoscyphus' ohakune Helotiaceae ICMP 19601 (8) MH682221  NR 137109  MH682241 MH682245
CBS 341 76 *Hvmenoscyphus’ repandus Helotiaceae CBS341.76 SAMNO4145415 Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
CBS111550 Hymenoscyphus salicellus Helotiaceae Helotiaceae CBS 111550 SAMNO4145413 genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
CBS 480 97 Hymenoscyphus scutula Helotiaceae Helotiaceae CBS 480,97 SAMN04151791 Renome KC481695 Renome enome. Renome Renome Renome Renome Renome  genome  genome  genome  Renome
H scut Hosoya Hymenoscyphus scutula Helotiaceae TNS-F-17507 (7) 926114 AB926118 AB926175 10431753 MWLR Datastore
H var Hosova *Hvmenoscyphus' varicosporoides FC-2038; TNS-F-16472 (7) 1434566 ABAB1291 AB4B1292 1431678 ABA81329 Lca31746
Hymvarl *Hymenoscyphus' varicosporoides Hymvarl (4, 12) genome genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
H men Hosova Hymenoscyphus virgultorum Helotiaceae TNS-F-40052 (7) MWLR Datastor AB926063 AB926132 AB926211
D1086 Hymenotorrendiella dinglevae Helotiaceae ICMP 22793 (8) SAMN09907749 (3, 4) genome MHS78484  genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
NS F13588 Helotiales (Han Clade 4) TNS-F-13588 (7) 1434569 ABS546944 AB546945 1431668 IN086892
01413 Hyphodiscus sp. Hyaloscyphaceae les (Han Clade 4) ICMP 21723 (8) SAMNO9907750 (3, 4) genome MH682230  genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
NS F17940 Hyphopeziza pyemaea Hvaloscyphaceae Helotiales (Han Clade 4) Tvpe species TNS F17940 IN033448 INO86748 INOB6894 INO86819
TITa14 Hypoderma cordylines Rhytismataceae Rhytismataceae ICMP 16705 (8) MH682238 MH682254 MH700580
R156 Hypoderma rubi Rhvtismataceae Rhytismataceae Tvpe species ICMP 17339 (8) MHE82224  JF683419 HM140526 HM143801
I rad Hosoya Incrucipulum radiatum Lachnaceae Lachnaceae FC-2283, TNS-F-16769 (7) 1434584 ABA81261 AB481322 ABA81359 1C431752 MWLR Datastore
CBS 175 74 Infundichalara microchona incertae sedis Pezizellaceae exType specimen  CBS175.74 HQ609486  KR859078 HQ609479 KR859318 KR859284
KL299 lonomidotis frondosa Cordieriticacae Cordieriticaeae TNS-F-45265 KX090882 KX090775 KX090685
KL231 lonomidotis fulvotingen Cordieriticaeae Cordieriticaeae TU 104510 KX090870 KX090819 KX090765 KX090719 KX090671
KL154 lonomidotis irregularis Cordieriticaae Cordieriticaeae Type species TAAM 198520 (10) specimen HB 8233 KX090856 MH752065  KX090804 KX090754 KX090658
KL301 Ionomidotis ol c Cordieriticaeae TNS-F-39269 (10) KX090883 MH752068  KX090833 KX090776 KX090732 KX090686
FC 2354 Lachnellula subilissima Lachnaceae Lachnaceae FC2354 ABA81247 ABA481326 ABA81363
Ki364 Lachnellula subtilissima Lachnaceae Lachnaceae TU 104479 (10) MH758757  MH752069  MH748087
KL362 Lachnellula willkommii Lachnaceae Lachnaceae TU 104064 (10) MH758756 MH748086
KUS_F52080 Lachnum abnorme Lachnaceae Lachnaceae KUS-F52080 (7) 55U and RPB1 from TNS-F-  LC434554 IN033395 INOB6698 LC431676 INOB6849 IN0B6772 MWLR Datastore
16617
D664 Lachnum nothofagi Lachnaceae Lachnaceae ICMP 21728 (8) SAMN09907754 (3, 4) genome MHE82233  genome MHE82252  genome genome genome genome genome MH700570  genome  genome genome  genome  Renome
L palm Hosova Lachnum palmae Lachnaceae Lachnaceae TNS-F-13500 (7) Lc434575 1425039 Lc429382 Lc431718
FC2137 Lachnum virgineum Lachnaceae Lachnaceae FC-2137, TNS-F-16583 (7) 1434553 AB705235 AB705275 ABA81343 10431748 MWLR Datastore
AFTOL ID 49 Lachnum virgineum Lachnaceae Lachnaceae 05C 100002 1491485 AY524646.1  DQ842030 Q470877 AY544745 DQ497602
L brun Hosova ‘Lambertella’ brunneola Rutstroemiaceae TNS-F-44244 (7) 1434593 1425046 MWLR Datastore LC431692 10431720
HMAS Lamb Lambertella corni-maris Rutstroemiaceae Rutstroemiaceae Type species HMAS 279664 (9) MH729333 KRO94168 MH729342
L corn Hosova Lambertella corni-maris Rutstroemiaceae Rutstroemiaceae Tvpe species TNS-F-40083 (7) Lca34562 AB926069 AB926139 AB926184 10431755
L pyr Hosova Lambertella pyrolae Rutstroemiaceae Rutstroemiaceae TNS-F-40132 (7) 1434565 AB926081 AB926164 AB926209
AFTOL ID 1262 "Lambertella’ subrenispora Rutstroemiaceae CBS811.85 KF545534 KF545329 AB926220 DQ471101 KF545224  KF545466
D804 Lanzia Rutstroemiaceae 1CMP 15649 (8) AY755334 MH700573
8_lon_hosoya Lasiobelonium lonicerae Lachnaceae Lachnaceae FC-2270; TNS-F-16667 (7) Lasiobelonuium lonicerae = LC434583 ABAB1284 ABAB1319 LC431680 ABAB1356 MWLR Datastore
Belonidium lonicerae fide
Species Fungorum
M F21799 Lemonniera aquatica incertae sedis Discinella-Pezoloma lineage Type species CCM F-21799 (6) MK226448  MK226460 DQ267627 MK241472  MK241437 MK241448 MK241461
AFTOL ID 1 Leotia lubrica Leotiaceae Leotiaceae Tvpe species 05C 100001 DQ491484 AY544644 DQ471113 DQ470876 AY544746 DQ471041
Leptod1 "Leptodontidium' sp. PMI412 Ploettnerulaceae PMI412 Leptod1 (4,25)  Based on ITS ex CBS 329.53 genome genome genome genome genome. genome. genome  genome genome  genome  genome
(ExType culture),
Leptodontidium is genetically
distint from PMI412.
Ribosomal not available from
the isolate with a genome,
only ribosomal genes.
available from reliable
identified isolates.
AFTOL ID 1397 Leuconeurospora pulcherrima Pseudeurotiaceae Pseudeurotiaceae exType specimen  CBS 343.76 FI176828 KF049206 FI176884 F1238440 F1238367 F1190639 F1238409
01NHO1 Leuconeurospora sp 0INHOL Pseudeurotiaceae Pseudeurotiaceae 0INHO1 1X270336 KF017814 KF017699 KF017754 KF017645
9s Uimoniella terricola Cordieriticaeae Cordieriticaeae Diederich LD KX090895 KX090842 KX090789 KX090741 KX090693
Loriul Loramyces juncicola Loramycetaceae Loramycetaceae Tvpe species ATCC 46458 Loriul (4, 30) Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
Lormal Loramyces macrosporus Loramycetaceae Loramycetaceae €85 235.53 Lorma1 (4, 30) AFTOL-ID 913 DQ471005 NR_138379 DQ470957 genome genome genome F1190599 genome genome genome genome  genome genome  genome  genome
Marbr1 Marssonina brunnea Drepanopezizaceae Drepanopezizaceae Marbrl (4, 19) Renome Renome Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
R1033 . Marthamycetaceae Type species ICMP 17398 (8) MH682226  MH682227  HM140558 HM143831
R365 dracophll Marthamycetaceae ICMP 17381 (8) MHE82228 MH700584 MH698450
Melbi2 Meliniomyces bicolor Hyaloscyphaceae Hyaloscyphaceae Melbi2 (4, 13) genome genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
Melval i ariabili Hvaloscyphaceae Tvpe species Melval (4, 13) Renome Renome Renome Renome Renome Renome Renome Renome Renome  genome  genome  genome  Renome
AFTOL_ID_907 Meria laricis Cenangiaceae Cenangiaceae Type species 85 298.52 CBS298.52; 1T as AFTOL-D  DQ471002  KT225534 DQ470954 DQ471146 Q470904 F1190598 Q471073
244, but the same CBS
number
KL220 Microglossum olivaceum Leotiaceae Leotiaceae Tvpe species TU 101778 (10) KX090868 MH752066  KX090817 KX090764 KX090718 KX090669
AFTOL ID 1292 Microglossum rufum Leotiaceae Leotiaceae 05C 100641 DQ471033 DQ470981 DQ471179 Q470933 DQ471104
F52489 Microscypha ellisii Pezizellaceae KUS-F52489 IN033428 INOB6731 IN086797
F52303 Microscypha sp. Pezizellaceae KUS-F52303 33403 INO86706 INOB6857 INO86779
145 Mniaecia jungermanniae Mniacea lineage TUR 168869 EUS40036  EU940185 EU940109 EU940259
M167 Mniaecia nivea Mniacea lineage TUR 185325 EU940042 EU940188 EU940115 EU940264
10544 Moellerodiscus lentus Rutstroemiaceae Rutstroemiaceae HMAS 275557 (9) MH720334  KUG68566 MH729337 MH720343  MH729344
M pin Hosova Moellerodiscus pinicola Rutstroemiaceae Rutstroemiaceae TNS-F-40115 (7) Lca34564 AB926078 AB926162 AB926192 1431757
M ame Hosova "Mollisia’ amenticola Mollisiaceae TNS-F-30411 (7) 1434586 1425041 1429379
AFTOL ID 76 Mollisia cinerea Mollisiaceae Mollisiaceae Type species 05C 100029 DQ470990  DQ491498 DQ470942 DQ471122 Q470883 DQY76372  DQ471051
D365 "Mollisia’ sp. Drepanopezizaceae 1CMP 21729 (8) SAMNO9907753 (3, 4) Cadophora clade genome MG195562  genome genome genome genome genome genome genome genome genome  genome genome  genome  genome
(Ploettnerulaceae)
KUS F52307 Mollisina uncinata Pezizellaceae Pezizellaceae KUS-F52307 IN033404 INOB6707 IN086858 IN086780
CCM F10289 Mycofalcella calcarata Ascomycota incertae sedis () Helotiaceae exType specimen  CCM F-10289 (6) MK226447  KC834065 KC834033 MK241474  MK241439 MK241450
KKUK1L Myriod: Tympanidaceae Tvpe species KKUK1 1X219377 1X219379 1X219381
LMK759 Myriosclerotinia curreyana Sclerotiniaceae Sclerotiniaceae LMK759 SAMNO3448624 (4) genome genome genome genome genome. genome. genome. genome. genome. genome  genome  genome  genome  genome
LMK746 Myriosclerotinia duriaeana Sclerotiniaceae Sclerotiniaceae LMK746 SAMN03448623 genome Renome genome genome genome genome Renome genome Renome  genome  genome  genome  Renome
LMK735 Myriosclerotinia scirpicola Sclerotiniaceae Sclerotiniaceae Type species LMK735 SAMN03448621 genome genome genome. genome genome genome genome genome genome  genome  genome  genome  genome
AFTOL_ID_1295 Naemacyclus fimbriatus Marthamycetaceae Marthamycetaceae Type species CBS 289.61 N. fimbriatus = N. pinastri, the FI176811 FI176867 F1238399
type species of Naemacyclus
(DiCosmo et al. 1983, Eur. J.
For. Path. 13: 206-212)
D2031 Neobulgaria alba Gelatinodiscaceae Gelatinodiscaceae ICMP 18395 (8) SAMN09907752 (3, 4) HM116778  HM116779  HM116780 MHE82250  genome Renome Renome Renome Renome MH700577  genome  genome genome  genome  Renome
AFTOL 1D 1259 Neobulgaria pura Gelatinodiscaceae odiscaceae Tvpe species Bs 477.97 FI176865 F1238434 F1238350 F1238397




Code species current higher taxon (1) Accepted higher taxon type status (2) Voucher or strain NCBI genome 161 genome notes ssu 3 Lsu RPBL RPB2 RPAL mtssu TEFL Btub Mcw7 RPC2 R84 RPAZ atub SF3B1
biosample
CBS102863 Neofabraea malicorticis. Dermateaceae Dermateaceae Type species CBS 102863 epitvpe [MBT201265] NR 144926 KR8S8876 KR859325 Kx982708 KR859290
AFTOL ID 149 Neofabraea malicorticis Dermateaceae Dermateaceae 05C 100041 AY544706 AY544662 DQ471124 DQ470885 AY544751 DQ847414
OR74A Neurospora crassa OUTGROUP OR74A Neucr2 (4, 20) X04971 XR 898134 AF286411 XM 959004 XM 324476 XM 959775
Oidmal Oidiodendron maius Muyxotricaceae (5) Muxotrichaceae Oidma (4, 21) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
KACC45226 Olla mif Hvaloscyphaceae KACC 45226 IN033380 INO86683 INOB6835 INO86760
CBS124810 Parafabraea eucalvoti Dermateaceae Dermateaceae exTvoe specimen  CBS 124810 NR 132835 KR858882 KR859331 Kx982731 KR866109
AFTOL ID 938 Pezicula carpinea Dermateaceae Dermateaceae CBS282.39 DQ471016 DQ470967 DQ842032 DQ479934 F1190608 DQ479932
CBS 923 96 Pezicula carpinea Dermateaceae Dermateaceae exTvoe specimen  CBS 923.96 enitvpe [#MBT201267] NR 144927  KR858899 KF376158 KF376219 KF376279
NRRL12192 Pezicula radicicola Dermateaceae Dermateaceae NRRL12192 SAMN07709029 (4) genome genome genome genome genome genome genome  genome  genome  genome  genome
D852 Pezizellaceae sp. Helotiales (Han Clade 4) ICMP 22537 (8) MH682232 MH682253 MH700574
D2518 Pezizellaceae sp. Pezizellaceae PDD 111530 MH985298  MH578481  MH985295 MH986708  MH986704 MH986711
E17 Pezoloma cf. websteri Discinella-Pezoloma lineage Discinella-Pezoloma lineage FH (1. Karakehian 13051805) MH754756  MH754757  MH754758 MK244998
M283 Pezoloma cilifera Discinella-Pezoloma lineage Discinella-Pezoloma lineage TUR 174364 EU940068  EU940219 EU940143 EU940283
AFTOL ID 1253 Phacidium lacerum Phacidiaceae Phacidiaceae CBS 13030 DQ471028  KIG63841 DQ470976 DQ471174 k1663923 F1190623 F1238396
P epi Hosova Phaeohelotium epiphvllum Helotiaceae Helotiaceae TNS-F-40042 (7) 1434558 AB926061 AB926130 AB926219 1431759
KUS F52576 Phialina lachnobrachvoides Pezizellaceae Pezizellaceae KUS-F52576 IN033424 INOB6727 INOB6868
CBS 300 62 i i i Mollisiaceae exType specimen  CBS 300.62 epitvpe (27) NR_135931 ABGT1465 KP965549
Phiscl Phialocephala’ scopiformis Mollisiaceae CBS 120377 Phiscl (4, 22) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
D728 Phialocephala sp. Mollisiaceae Mollisiaceae ICMP 21725 (8) SAMN09907756 (3, 4) culture from ascospores genome MG195462  genome MHE82249  genome genome genome genome genome MH700572  genome  genome genome  genome  genome
UAMH11012 Phialocephala’ subalpina Mollisiaceae UAMH 11012 SAMEA3883069 (4) genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
CBS109875 Phivctema vagabunda Dermateaceae Dermateaceae Tvpe species CBS 109875 KR859275 KR859069 KR859346 Kx982718 KR866088
KL98 Piceomphale bulgarioides Sclerotiniaceae Sclerotiniaceae Tvpe species TAAM 165289 KX090848 LT158483 KX090797 KX090700
R bulg Hosova i i Rutstroemiaceae TNS-F-40005 (7) as Rutstroemia bulgarioides  LC434556 AB926053 AB926122 AB926176
BPI843555 Pilidium acerinum Chaetomellaceae Chaetomellaceae exTvoe specimen  CBS 736.68 AY487093 NR 119500 AV487092
D792 *Pirottaea’ palmicola Helotiaceae ICMP 13383 (8) SAMN09907758 (3, 4) genome KM677205 genome genome genome genome. genome genome genome genome genome  genome  genome  genome  Renome
D809 ‘Pirottaea’ palmicola Helotiaceae ICMP 13384 (8) KM677207 MH682246 MH700569
CBS 345 73 Pleuroascus nicholsonii Pseudeurotiaceae Helotiaceae exType specimen  CBS345.73 neotype (24) AF096182.  KI755519 AF096196
P pseud Hosova Poculum i i Rutstroemiaceae TNS-F-40071 (7) 1434561 AB904505 AB926136 AB926182 1c431754 MWLR Datastore
NS F12764 Polvdesmia pruinosa incertae sedis Helotiales (sclerotinioid clade) Tvpe species TNS-F-12764 (7) 1434574 IN033453 INO86753 1431672 IN086899
REFOS0 Polvohilus franke Hvaloscvohaceae (5) Helotiales (Stamnaria lineage/Han Clade 9) REF0S0 MG719730  IN859270 MG719709 MG719751
REF052 Polyphilus sieberi Hvaloscyphaceae (5) Helotiales (Stamnaria lineage/Han Clade 9) exType specimen  REF0S2 MG719712  IN859272 MG719692 MG719733
AFTOL_ID_744 Potebniamyces pyri Phacidiaceae Phacidiaceae Type species 5001 type species P. discolor=P.  DQ470997  DQA491510 DQ470949 DQ471142 DQ470900 DQ471068
ovri
D683 Proliferodiscus dinglevae Lachnaceae Lachnaceae ICMP 21730 (8) SAMN09907755 (3, 4) genome MHE82231  genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
R918 Propolis farinosus Marthamycetaceae Marthamycetaceae ICMP 17354 (8) MHE82223  MH682229  HM140562 MH700582 MH698451
ILLS 60497 Propolis versicolor Marthamycetaceae Marthamycetaceae 1LLS 60497 10256425 INO12015 Q256451
AFTOL ID 1912 Pseudeurotium zonatum Pseudeurotiaceae Pseudeurotiaceae exType specimen  CBS 329.36 DQ471040  NR 111127 DQ470988 DQ471186 DQ470940 FJ190655 DQ471112
cBS 130532 Pseudofabraea ci Dermateaceae Dermateaceae exTvoe specimen  CBS 130532 KR859280 KR859074 KR859351 KR859314
Pseel i Rhytismataceae Tvpe species CBS 651.97 Pseell (25) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
Pseudest destruct: Pseudeurotiaceae 2063121 Pseudest1 (4, 23) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
UAMH1990 roseus Pseudeurotiaceae Tvpe species UAMH 1990 KI755524 KJ755469 k1755495
27 *Pseudopeziza’ colensoi Cenangiaceae PDD 112240 MH921874  MH985297 MH986706  MH986705 MH986709
F52105 Psilachnum staphyleae Pezizellaceae Helotiales (Stamnaria lineage/Han Clade 9) KUS F52105 IN033396 INO86699 IN086850 IN086773
P pro Hosova 'Pyrenopeziza’ protrusa Mollisiaceae TNS-F-23154 (7) Lca3ass7 Lcaz6322 Lc429375 LC431683  (ca31722
Rhespl idium sp. Ploettnerulaceae MPI-PUGE-AT-0058 Rhesp1 (4, 12) genome Gl genomelGI  genomeJGI  genomeJGI  genome genome JGI genomeJGI genomeJGI  genome  genome  genome  genome  genome
CBS 110605 Rhizodermea veluwensis Dermateaceae Dermateaceae exTvoe specimen  CBS 110605 NR 137757 KR859076 KR859353 R859316
Rhierl Hyaloscyphaceae Tvpe species UAMH 7357 Rhier1 (4, 13) genome genome genome genome genome genome genome  genome  genome  genome  genome
Ertz16200 Rhvmbocarpus fuscoatrae Cordieriticaeae Cordieriticaeae BR (Ertz 16200) KI559593 KI559571
04CH RAC A 6 1 Rhynchosporium agropyri Ploettnerulaceae Ploettnerulaceae 04CH-RAC-A 6.1 SAMEA3895814 genome genome genome genome genome genome genome genome  genome  genome  genome  genome
k7 Rhynchosporium commune Ploettnerulaceae Ploettnerulaceae Type species UK7 SAMEA3895816 (4) R. commune = type species R. genome genome genome genome genome genome genome genome  genome genome  genome  genome
graminicola fide Species
Fungorum
02CH4 6a 1 Rhynchosporium secalis Ploettnerulaceae Ploettnerulaceae 02CH4-62.1 SAMEA3895815 genome genome genome genome genome genome genome genome  genome  genome  AI006211 genome
F52443 ‘Rodwavella' citrinula Helotiales (Stamnaria lineage/Han Clade 9) KUS-F52443 IN033414 IN086717 IN086862 IN086787
R sub Hosova Roesleria subterranea Roesleriaceae Helotiaceae Tvpe species TNS-F-38701 (7) 1434568 AB628057 AB628056 1431682 Lca31717 Lca31764
HB9951c Rommelaarsia flavovirens Helotiales incertae sedis (5) Helotiales (Stamnaria lineage/Han Clade 9) exTvoe specimen  H.B. 9951 MH712452  KT958774 KT958771 MK244985
DH267 Roseodiscus’ formosus incerta sedis Helotiales FH (SBRH 686) (11) K1972711 K1972712 MK244981  MK244997 MK244991
H257 Roseodiscus rhodoleucus incertae sedis Helotiales (Stamnaria lineage/Han Clade 9) Tvpe species HB 8488a (1) K1972703 K1972704 KT972705 MK244979 MK244990 MK244986
BS111548 Rutstroemia echinophila Rutstroemiaceae Rutstroemiaceae CBS 111548 SAMN02903859 (4) as Lanzia echinophila KF545541 KF545321 genome genome genome genome genome KF545196  genome genome genome  genome  genome
Rutfil Rutstroemia firma Rutstroemiaceae Rutstroemiaceae Tvpe species €8S 115.86 Rutfil (4, 30) genome genome genome genome genome genome KF545499 KFS45228  KF545462 genome  genome  genome  genome  genome
AFTOL ID 923 Rutstroemia firma Rutstroemiaceae Rutstroemiaceae Tve species CBS 341.62 DQ471010  KF545334 DQ470963 DQ471155 DQ470912 DQ471082 KF545205  KF545461
€BS115975 Rutstroemia svdowiana Rutstroemiaceae Rutstroemiaceae €8S 115975 SAMN02903521 (4) genome KF545331 genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
KL160 Rutstroemia tiliacea Rutstroemiaceae Rutstroemiaceae TAAM 132844 specimen HB 6734 KX090860 LT158423 KX090808 KX090757 KX090711 KX090661
Sclsc Sclerotinia sclerotiorum Sclerotiniaceae Sclerotiniaceae Tupe species ATCC 18683 Sclscl (4, 15) genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
S scl Hosova Sclerotinia sclerotiorum Sclerotiniaceae Sclerotiniaceae Tve species TNS-F-40021 (7) 1434555 AB926054 1429380 10431713 MWLR Datastore
1HIAS2 Scvtalidium lignicola Leotiomvcetes incertae sedis (5) Helotiales incertae sedis DSM 105466 SAMNO6704609 genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  genome
Spafil Spathularia flavida Cudoniaceae Cudoniaceae Tve species Spafi1 (25) genome genome genome genome genome genome genome genome genome genome genome  genome  genome  genome  Renome
AFTOL ID 1201 Spathularia velutipes Cudoniaceae Cudoniaceae 05C 100640 FI997860 FI997861 F1997863 F1997862
NBRC108774 Stamnaria americana Stamnaria lineage Helotiales (Stamnaria lineage/Han Clade 9) NBRC 108774 AB773855 AB773854 AB773856 AB773857 AB773858
Stamnaria austriaca Stamnaria lineage Helotiales (Stamnaria lineage/Han Clade 9) GZU (Gruber 151/225) (11) MH712450  KT972708 K1972709 MK244983  MK244996 MK244993 MK244989
S bak Hosova Strossmaveria bakeriana Strossmaveria lineage Strossmaveria lineage TNS-F-11199 (7) 1434572 1425043 1429373 1431671 10431714 10431761
T fusc Hosova Tapesia fusca Mollisiaceae Mollisiaceae Tupe species TNS-F-17463 (7) Lc434579 Lc425049 Lc429378 1431675 10431721
R912 Terriera minus Rhytismataceae Rhytismataceae ICMP 13974 (8) MHE82225  AY100665 HM140571 HM143843
cCM F26199 i i i Helotiales (Stamnaria lineage/Han Clade 9) Tupe species CCM F-26199 (6) AY204614  AV204621 AY204612 MK241481  MK241443 MK241455 MK241466
AFTOL ID 5005 Thelebolus ellipsoid Thelebolaceae 85 113937 F1176840 FI176895 F1238445 F1238378 F1190657
AFTOL ID 5016 Thelebolus glob Thelebolaceae €8S 113940 FI176851 FI176905 F1238446 F1238385 F1190662 F1238418
Themi Thelebolus microsporus Thelebolaceae Thelebolaceae ATCC 90970 Themil (4, 30) genome genome genome genome genome genome genome genome  genome  genome
Thest1 helebol Thelebolaceae Tupe species Thest1 (25) genome genome genome genome genome genome genome genome genome genome genome genome  genome  genome
1LLS61044 Thuemenidium atropurpureum Leotiaceae Leotiaceae ILLS 61044 Q256427 Q256441 KC222176
T mol Hosova Trichopeziza mollisima Lachnaceae Lachnaceae TNS-F-16760 (7) Lc434567 ABA81285 Lc429374 Lca31681 ABA81360 MWLR Datastore
KUS F52218 Trichopeziza sulphurea Lachnaceae Lachnaceae Tve species KUS-F52218 IN033398 INO86701 INOB6852 INO86775
T ota Hosova Trichopezizella otanii Lachnaceae Lachnaceae FC-2156. TNS--16579 (7) Lc434590 ABA81287 ABA81307 Lca31685 AB481345 MWLR Datastore
CCM F14598 Tricladium obesum Helotiaceae Helotiaceae CCM F-14598 (6) MK235119  KC834068 KC834035 MK241475  MK241440 MK241452 MK241464
CCM F16599 Tricladium splendens Helotiaceae Helotiaceae Tupe species CCM F-16599 (6) AY204631 AY204635 60477333 MK241476  MK241441 MK241451 MK241465
M160 Trizodia acrobia Mniacea lineage Mniaceaceae tvpe species TUR 165562 EU940041 EU940191 EU940114 EU940327 EU940263
KL332 Trochila craterium Cenangiaceae Cenangiaceae Tupe species BPI 880163 KX090886 KX090779
KL336 Trochila laurocerasi Cenangiaceae Cenangiaceae BPI 879818 KX090887 LT158460 KX090835 KX090780 KX090734 KX090689
AFTOL ID 1319 Trublidiopsis pinastri Rhvtismataceae Rhvtismataceae Tupe species CBS 445.71 DQ471035  JF793678 DQ470983 DQ471181 Q470935 AF431963 Q471106
L Tympanis confusa Tympanidaceae Tympanidaceae F (Quilada LQH8) (31) MH810146  MH810148 MH818601
AAL Tvmoanis tsugae Tvmpanidaceae Tvmoanidaceae F (Quitada AAL) (31) MH810147  MH810149 MH818600
F18014 “Urceolella’ carestiana Helotiales (Stamnaria lineage/Han Clade 9) TNS-F-18014 IN033443 INO86744 INOB6888 INOB6813
€8S 608 77 Urceolella crispula Hvaloscvohaceae les (Stamnaria lineage/Han Clade 9) tvoe species CBS 608.77 =KACC45486 IN033379 INO86682 INO86759
JW1033 Vandiickella iohannae Vandiickellaceae (5) Vandiickellaceae exType specimen  CBS 143182 17904725 17904726 17904707 17904703
ccM F19494 “Varicosporium' delicatum incertae sedis (mollisioid clade) CBS 574.95 (6) MK226446 0412864 KC834036 MK241478  MK241442 MK241457 MK241463
CCM F04276 Varicosporium elodeae Helotiaceae (5) Discinella-Pezoloma lineage Tve species CCM F-04276 (6] AV425613 MK226459 KC834037 MK241470  MK241435 MK241436 MK241459
NS F18030 Venturiocistella iaponica Hvaloscvohaceae Helotiales (Han Clade 4) TNS-F-18030 (7) IN033447 ABS546954 Lc431669 INO86893 IN086818
AFTOL ID 1322 Vibrissea truncorum Vibrisseaceae Vibrisseaceae Tve species CBS 258.91 FI176818 EU434854 FI176874 F1238438 F1238356 F1190635 F1238405
AR13 Xerombrophila crystallifera Gelatinodiscaceae Gelatinodiscaceae Tvpe species TAAM 122762 (10) MH758755  MH752071  MH748085
KL251 Xeropilidium dennisii Chaetomellaceae Chaetomellaceae exType specimen  TU 104501 KX090876 LT158441 KX090824 KX090770 Kx090723 KX090677
AFTOL ID 51 Xvlaria hvpoxvion 05C 100004 Xvlhvo1 (4, 25) AY544692 DQ491487 AY544648 DQ471114 DQ470878 DQ471042

(1) based on Baral 2016 unless otherwise noted
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