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KOMITAC "

3@RPOBSH

$MocTb
JlabopaTopHble uccneaoBaHUA ucnonHewna s | mea/ycnyru
paboumnx gHax (py6)
FEMATOJIOTMYECKUE UCCNEQOBAHMUA
7.1 061wmit aHanms Kpoeu (CBC/Diff - 5 dpakumit nelikounTos) 1-2 p.a. 350
7.2 PeTnkynoumTbl (NpoToYHas uutopayopomeTpums) 1-2 p.4. 220
7.3 CO?3 (no BecteprpeH) 1-2 p.a. 340
7.5 JeiikoumuTapHan opmyna (MMKpocKkonus) 1-2 p.4. 220
7.6 KnnHuueckunin aHanus kposu (CBC/Diff - 5 dpakumit neikoumtos) + CO3 1-2 p.a. 480
7.7 OcMmoTHYECKan CTOMKOCTb 3pUTPOLUTOB (aHeMKK) 5-6 p.a. 960
78 Sj;;:ﬁ aHanus kposw (CBC/Diff - 5 dppakumii NeMKoumMToB) - KanuanapHas 12 poa, 350
7.9 PeTuKynoumTbl (NPOTOYHANA UUTODAYOPOMETPUA) - KANUANAPHAA KPOBb 1-2 p.4. 230
7.10 | CO3 (no BecTeprpeH) - KanunnapHan KPoBb 1-2 p.a. 415
7.11 | NenkoumtapHaa dopmyna (MUKPOCKONMA) - KaNUANAPHAA KPOBb 1-2 p.4. 210
UmmyHorematonorus
7.12 | F'pynna Kposwu + pesyc dpakTop (RhD) 1-2 p.4. 450
7.13 | AHTUreHbl cuctemsl Kell 1-2 p.a. 630
714 ﬁc;\z:gr\;\;:;ﬁ::::;:;f):;:&u::;\pHble aHTUTeNa (B HENPAMOM peakumm 1-2pa 570
715 EJ)EHOTMFIMpOBaHMe apuTpoumToB (onpeaenerue aHtureHos C,c, E, e, CW, K u 12pn, 1100
7.16 | AHTuTena K pesyc-dakTopy (aHTUTena K Rh-dakTopy) 7-8 p.4. 1050
depmeHTbI
8.1 AT (anaHMHamMUHOTpaHCchepasa) 1-2 p.a. 190
8.2 ACT (acnaptaTammnHoTpaHcdepasa) 1-2 p.a. 190
8.3 [TT (ramma-rnyTammnTpaHcnenTuaasa) 1-2 p.4. 200
8.4 LLlenoyHasa docdartasa 1-2 p.4. 190
8.5 XonunHacTtepasa 1-2 p.4. 250
8.6 rnAr (rnytamataermgporeHasa, GLDH) 1-2 p.a. 240
8.7 Anbda-amnnasa 1-2 p.4. 250
8.8 Anbda-ammnasa naHKpeaTnyeckas 1-2 p.4. 290
8.9 Jlnnasa 1-2 p.4. 360
8.10 | JIAT (naKkTaTaernaporeHasa) 1-2 p.a. 230
8.11 | NAr-1-2 (rmppokcnbytupaTtaernaporeHasa) 1-2 p.a. 290
8.12 KpeaTnHdpocdokmHaza 1-2 p.4. 280
8.13 KpeaTnHpocdpokmHaza MB-ppakuus 1-2 p.4. 850
8.14 | Kucnasa docdartasa obwan 1-2 p.4. 220
MapkKepbi dyHKLUM NoYeK
8.15 KpeatnHuH 1-2 p.4. 190
8.16 MoueBuHa 1-2 p.4. 190
8.17 MoueBas Kucnota 1-2 p.4. 190




8.18 | BunupybuH obLwmi 1-2p.4 190
8.19 | Buanpy6buH NpaAmoin (KOHbIOTMPOBaHHbIN) 1-2p.4 190
8.20 | dpakunm bunnpybuHa (06WMiA, NPAMON, HENPSMOW) 1p.A. 190
8.21 | bunnpybuH Henpamoit 1-2p.4 270
8.22 KenyHble KncnoThbI 1-2p.a 1900
O6meH 6enkos
8.23 | O6wmin benok 1-2 p.a. 190
8.24 | AnbbymuH 1-2 p.a. 190
8.25 UmncratnH C 3-4 p.a. 1300
8.26 Benkosble ppakumn (anekTpodopes) 3-4 p.a. 500
O6meH yrnesonos
8.27 [noko3a 1-2 p.g 200
8.28 | [NMKo3uMnMpoBaHHbIN remornobun (HBA1c) 1-2p.4 450
8.29 | dpyKTO3aMMH 1-2p.4 290
330 :gg«gzz;zn:ap:?;;:l)ﬁ TECT COKpALLEHHbIN (r10K03a HaToLLaK, roKo3a Yepes 2 12pa 550
831 ;nqrz:zzo;i/;ig?1ZTC:t:ﬁH;$;;36:;)osblﬁ (rntoko3a HaTowWaK, rAoKo3a Yepes 1 yac 1-2p.4 600
s | iy A wapa | s
R e N S B
8.34 | JlakTaT (Mono4Han Kucnota) 1-2p.4 490
O6meH aMnupoB
8.35 XonectepuH obuiunii 1-2 p.g 210
8.36 | Tpuranuepugbl 1-2 p.g 210
8.37 | JlunonpoTeunHbl Bbicokon naoTHocTtu (JINBM, HDL) 1-2 p.g 220
8.38 | JlunonpoTeunHbl HU3KoM naoTHocTM (JINMHN, LDL) - npsimoe onpeaenexHune 1-2 p.g 210
8.39 JInnonpoTenHbl 04eHb HU3KOM naoTHocTm (JIMOHM, VLDL) 1-2 p.a 370
8.40 NHAEeKC aTeporeHHoCTH 1-2p.g 360
8.41 | NvunonpoTteuH (a), Lp(a) 1-2p.4 580
8.42 AnonuvnonpotenH Al 1-2 p.g 400
8.43 AnonuvnonpoTenH B 1-2 p.g 350
8.44 | dnekTpodopes NMMNNAO0B C PacieToM TPUTINLEPUAO0B 7-8p.4 2 900
8.45 | dnekTpodopes NMMNNA0B C PAacCHETOM XONeCTEPUHA 8-9p.4 2 900
8.46 dnekTpodopes NMNNA0B C TUNUPOBAHMEM TMNEPANNNLEMUIA 910 p.a, 4600
3[1&KTp0)1VITbI U MUKPOIZIEMEHTDI
8.47 | Kanui, HaTpuii, Xnop (K+, Na+, Cl-) 1-2 p.a. 400
8.48 Kanni 1p.a. 290
8.49 HaTtpui lp.a 290
8.50 Kanbumit MoHM3NPOBaHHbIN (Ca++) 1-2p.4 350
8.51 | Kanbuuii o6wnit 1-2p.4 220
8.52 | docdop 1-2p.4 220
8.53 MarHuit 1-2p.4 250
8.54 | bukapboHat (HCO3-) B cbiBOpPOTKE 4p.4. 320
O6meH xenesa
8.55 Keneso cbiIBOPOTOUHOE 1-2 p.4. 210




8.56 *enesocsAsbiBatoLwan cnocobHOCTb cbiBOpoTKM (OMCC) 1-2 p.g 240
8.57 | TpaHcheppuH 1-2p.4 420
8.58 | deppuTnH 1-2p.4 470
8.59 HeHacbiweHHas xenesocsasbiBatoLLlas cnocobHocTs (UIBC) 1-2 p.a 270
8.60 PactBopuMbIi peuentop TpaHcdeppuHa (pTP) 7-8p.4 1 800
8.61 | WHAeKc HacblweHMA TpaHchepuHa Kenesom 1-2p.4 420
ButamuHbl
8.62 ButamuH B12 1-2 p.4. 650
8.63 | donmesas Kucnota (BuramuH B9) 1-2 p.a. 650
8.64 | 25-OH ButamuH D obwmii (25-rnapokcmkanbumndepon) 1-2 p.a. 1 800
Cneunduueckue 6enku
8.65 | C-peaKTUBHbI 6€10K (BbICOKOUYBCTBUTE/bHbIN) 1-2p.4 330
8.66 | AHTuCTpenTonm3unH O (AC/1-0) 1-2p.4 360
8.67 PeBmaTouaHbIv pakTop 1-2p.4 320
8.68 | Anbda-1-aHTUTPUNCKH 1-2 p.g 910
8.69 Anbda-1-KMCnblii TNKONPOTEUH (cepomyKona) 1-2 p.g 910
8.70 | MpeanbbymuH 1-2p.a 1700
8.71 | FantornobuH 1-2p.4 590
8.72 LlepynonnasmuH 1-2 p.g 550
8.73 fomouuncrenH 1-2 p.g 1250
8.74 beTa-2-MukpornobynuH 1-2 p.g 910
8.75 Anbda-2-MaKpornobynmH 1-2 p.g 1850
8.76 Kanna-uenu MMmyHOrno6ynnMHOB B CbIBOPOTKE 3p.Aa 2100
8.77 | Nambaa-uenu MMMyHOrnobyanMHOB B CbIBOPOTKE 3p.A. 1800
8.78 MPOKaNbUUTOHWUH (AMarHocTnKa 6akTepuanbHbIX MHPEKLMI, cencuca) 1-2 p.4. 2100
8.79 HeonTepuH (AMarHOCTMKa BUPYCHbIX MHPEKLMIA, TY6epKynesa) 8-9 p.Aa. 1700
8.80 NT-npoBNP (N-TepMWHanbHbIA MO3roBOWM HATPUIMYPETUUECKUI NpoNenTmA,) 1-2 p.4. 2300
8.81 | TponoHwuH I 1-2 p.4. 950
8.82 | MuornobuH 1-2 p.a. 820
UccnepoBaHue cBepTbiBalOLLEN CUCTEMDbI
B o e PP O K WHOL |13 | o
Koarynorpamma paclumpeHHas (KOMNAeKCHOe UccnefoBaHme): NpoTPOMOUH No
8.84 | Keuky (MHO), A4YTB, TpomburHOBOE Bpemsa, GUbPUHOreH, aHTUTPOM6UH lII, - 1-2p.4 1950
anmep
8.85 | MpoTpombuH (no Keuky) + MHO 1-2p.p 300
8.86 | AYTB (aKTMBMpPOBAHHOE YacTUYHOE TPOMBONIACTUHOBOE BPEMSA) 1-2p.4 290
8.87 | TpombuHoBOE Bpems 1-2p.4 320
8.88 | MpoTtpombuHosoe Bpems / nHaekc (MTB/MTH) 1p.a. 250
8.89 | ®ubpwuHoreH 1-2p.p 350
8.90 | AHTUTpOMOMH III 1-2p.p 400
8.91 D-anmep 1-2p.a 1150
8.92 MpoTtenH S 7-8 p.4 2200
8.93 MpotenH C 7-8 p.4 1200
8.94 BONYaHOYHbIN aHTUKOAryAsaHT 1-2 p.g 700
8.95 daKkTop cBepTbIBaHUA BunnebpaHaa 5-6 p.4 1100
8.96 WNccnepoBaHue arperauymn TpomoounTos npu ctumynaumm AL 1-2 p.g 470




AHANN3bI MOYU

9.1 O6LwmMit aHanu3 moumn 1-2 p.g 310
9.2 AHann3 mo4vn No 3MMHULKOMY 1-2 p.g 420
9.3 O6wunit aHann3 moum - "3-x cTakaHHana npoba" 1-2p.4 860
9.4 AHann3s mo4vm no HeunnopeHKo 1-2 p.g 320
9.5 AHann3 moun Ha MMKobakTepun TybepKynésa (MUKpocKonus) 1-2p.4 320
9.6 AHanm3 moun Ha nopdpobunnHoreH 1-2 p.g 320
benku B moue
9.7 O6wwmit 6enok B moue (pasosas nopumsa) 1-2p.4 420
9.8 O6Lwmii 6enok B CyTO4HOM Moye 1-2 p.a. 420
MuKpoanbsbymunH B Mmode (pasosas nopuwmsa). Mpu ogHOBPEMEHHOM 3aKase C M.
9.9 9.17 KpeaTuHUH B moue (pa3oBas nopuus), 6ecnniaTHo BbiNoAHAETCA 1-2 p.4. 535
AnbbymUH-KpeaTUHNHOBOE cooTHoLleHue (ACR)
9.10 MUKpoanbbyMmnH B CyTOYHOMN Moye 1-2 p.4. 386
9.11 AneKkTpodopes 6e/KOB MoUn 1-5p.a. 1530
9.12 | beta-2 MukpornobyamH B moue (pasosas nopumsa) 1-2 p.a. 1360
Buoxmmunueckue uccnepgoBaHunAa Mmoyum
9.13 Fntoko3a B mouye (pasoBas nopuus) 1-2 p.g 245
9.14 [NtoKo3a B CYTOYHOM Moye 1-2 p.g 245
9.15 Anbda-ammnasa B moye (pasoBas nopLms) 1-2 p.g 200
9.16 | Anbda-ammnasa NaHKpeaTMyeckas B moye (pa3oBas nopLms) 1-2 p.g 300
KpeaTnHunH B Mmoue (pasoBas nopumsa). Mpu ogHOBpeMeEHHOM 3aKase ¢ n. 9.9
9.17 MuKpoanbbymunH B Moye (pasosas nopumsa), 6ecnnatHo BbINOAHSAETCA 1-2 p.g 260
AnbbymUH-KpeaTUHNHOBOE cooTHoLleHue (ACR)
9.18 KpeaTuHWH B CyTOUYHOM MoYe 1-2p.a 217
9.19 | Mpoba Pebepra (KNMPEHC IHAOTEHHOTO KpeaTUHMHA) 1-2p.4 250
9.20 MoueBMHa B MoYe (pa3oBas nopums) 1-2 p.g 236
9.21 MoueBMHa B CYTOYHOM MoYe 1-2 p.g 236
9.22 MoueBas KucnoTa B moye (pasosas nopumsa) 1-2 p.g 236
9.23 MoueBas KMcaoTa B CyTOMHOM mMoYe 1-2 p.g 236
9.24 | Kanwuit, HaTpuii, Xnopugpl (K, Na, Cl) B moue (pasoBas nopums) 1-2p.4 385
9.25 | Kanwmi, HaTpuii, Xnopuapl (K, Na, Cl) B cyTouHOM Moye 1-2p.4 385
9.26 Kanbuwnin B cyTouHOM Moye 1-2p.g 290
9.27 Kanbumit B moye pasoBoit (TonbKo ans geten go 5 net!) 1-2p.g 290
9.28 | docdop B Moue (pasosasa nopuusa) 1-2p.4 290
9.29 | docdop B CyTOUHOM Mouye 1-2p.4 290
9.30 | MarHui1 B mouye (pa3oBas nopuus) 1-2p.4 290
9.31 MarHuit B cyTo4YHOM moye 1-2p.g 320
9.32 OKcanaTbl B CYyTOYHOM MoYe 3p.A. 1470




MccnepoBaHne NMTOreHHbIX CybCTaHLUMIN pa30BOi MoUM (KanbLmii, MarHui,

933 MoyeBas KMcnoTa, pocdop, OKcanatol, LLUTPATbl, KPEATUHWUH, pH) /-8 p.A. 2350
9.34 NccnenoBaHue INTOTEHHbIX CYyBCTaHUMI CYTOYHOM MOUM (KanbLmii, MarHui, 78 p.a. 5570
MoyeBas KMcnoTa, pocdop, OKcanatbl, LUTPATbl, KPEATUHWUH, pH)
9.35 XMMWYECKMIA aHANIM3 MOYEBOrO KaMHA (CneKTpocKonus) 3-4p.a. 3400
FopmoHbl U meTabonuTtbl B moye
9.36 KopTu3on B cyTouHOM Moye 1-2p.g 650
9.37 C-nenTunpg, B CYyTOYHOM Moye 1-2 p.g 940
9.38 | MeTaHedpunHbI 06LMe (cBOBOAHbIE U CBA3AHHbIE) B CYTOUHOM MoYe 7-8 p.4, 1600
9.39 MeTaHedpuHbl cBOBOAHbIE B CYTOYHOM Moye 7-8 p.4 1920
9.40 | HopmeTaHedpuHbI 06WwMe (cBOBOAHbIE U CBA3AHHbIE) B CYyTOYHOMN MoYe 7-8 p.4, 1920
9.41 HopmeTaHedpurHbl cBO6OAHbIE B CYyTOYHOM MoYe 7-8 p.4 1920
9.42 AZLpEeHa/IH B CYTOYHOM MoYe 4-5p.a 1200
9.43 HopazpeHannH B CyTOYHOM mo4e 4-5p.a 1250
9.44 | AJodaMuH B CyTOYHON MoYe 4-5p.a 1200
9.45 | 5-OKCMMHAONYKCYCHAsA KMCNOTA B CYTOYHOM MoYe 7-8 p.4 3800
9.46 CepoTOHMH B CyTOYHOM Mo4e 7-8 p.4 1700
9.47 f'McTamuH B CyTOYHOMN MmoYe 7-8 p.4 1900
CTeponaHbiii Npoduab CYTOYHOM MOYM (KOMMNIEKCHbIM aHanus 17-
9.48 KETOCTEPOUAO0B): aHAPOCTEPOH, aHAPOCTEHANOH, AEMMAPO3NNAHLPOCTEPOH, 4-5p.a 1750
3TMOX0aHO/NOH, 3NMAHAPOCTEPOH, TECTOCTEPOH
9.49 221;:;3:v\:erb(l)T;lH:ip))?Af\:ce):za B KOMNeKce (agpeHanvH, HopaapeHanuH, 56p.a 5500
3cTporeHbl M Ux MmeTabonnTbl B mode (10 nokasaTenei): aCcTpaanon, SCTPOH,
9.50 | actpwmon, 16a-OHE1, 2-OH-E2, 2-OH-E1, 2-OMe-E1, 4-OMe-E1, 4-OH-E1, 9-10 p.Aa. 8 645
nperHaHAMo U pacyeT COOTHOLUIEHUI B MoYe
FTOPMOHA/JIbHbIE UCCNEAOBAHUA
LnToBnAaHanA Kenesa
10.1 | TTI yyBCTBUTENbHbIN (TUPEOTPOMHbIN FOPMOH) 1-2 p.4. 340
10.2 | T4 cBob6oAaHbIM 1-2 p.a. 350
10.3 | T4 ceobogHbIN aKcnpecc 6 vacos 600
10.4 | T3 cBo60AHbIM 1-2 p.a. 350
10.5 | T3 cBoboaHbI aKcnpecc 6 vacos 600
10.6 | AHTUTEna K TMpeornobynuHy (aHTU-Tr) 1-2 p.a. 470
10.7 AHTMTENa K TUpeonepokcuaase (aHTn-TMO) 1-2 p.4. 500
10.8 | AHTuUTena K TMpeonepoKcuaase (aHTM-TNO) aKcnpecc 6 vacos 900
10.9 AHTUTena K peuentopam TTI 1-2 p.4. 1400
10.10 | TupeornobynuH 1-2 p.4. 590
10.11 | T4 obwmit 1-2 p.a. 390
10.12 | T3 obwmit 1-2 p.a. 380
10.13 | TecT nornoweHua TMpeonaHbIX rOPMOHOB 1-2 p.4. 1460
Monosbie ropmoHbI U 6enkn
10.14 | MNponakTuH 1-2 p.4. 420
10.15 | MaKponponakTuH 4-5p.a. 790
10.16 | /lloTenHU3MpytoLwmii ropmoH (J1I) 1-2 p.a. 390
10.17 | ®onnnkynoctMmynmnpytowmin ropmoH (PCr) 1-2 p.4. 390
10.18 | 3ctpagmon (E2) 1-2 p.a. 420
10.19 | 3ctpuon ceoboaHbIN (E3) 3-4p.a. 576




10.20 | MNporectepoH 1-2p.a 400
10.21 | 17-OH-nporectepoH 1-3p.Aa 584
10.22 | UHrMbuH B 4-5p.g 1350
10.23 | AHTMMIOANEpOoB ropmoH (AMH/MIS) 3-4p.4 1350
10.24 | TectocTepoH 1-2 p.g 380
10.25 | TnobynuH, cBA3bIBalOLLMIA NOIOBbIE TOPMOHLI (SHBG) 1-2p.4 450
Mpodunb «MNHAEKC cBOHBOAHBIX aHL4POrEeHOB»
10.26 ; :IEETFOCTEF’C’H 1-2p.a 950
3 - MHaeKc cBoboaHbIX aHAPOreHoB
10.27 | TecTtocTepoH cBO60AHbIM 4-5 p.Aa. 800
10.28 | OurnapoTtectocTepoH 4-5 p.A4. 1320
10.29 | XopMOHMYECKUI rOHaZOTPONKUH Yenoseka (XI'Y) 1-2 p.4. 450
10.30 | AccoummpoBaHHbIl c bepemMeHHOCTbIO Naa3meHHbI 6enok A (PAPP-A) 1-2 p.a. 900
10.31 | MNnaueHTapHbIA NaKkToreH 10-11 p.4. 850
1032 | o apanen fenogobran mposmmasnct) coomonene seasmiGr | 6P 4500
10.33 | CeBobopaHanA b-cybbeanHuua Xy 1-2 p.a. 700
I'IpeHaTaanaﬂ 6uoxummueckasn ANarHoCTuKa
MpeHaTanbHbI CKPUHUHT TpUcomuit |- Tpumectp (11 - 13 Hegenb + 6 gHeNn):
1030 | v mexonor  asmmronan Y3 K16, 181 avsyarsmam macosos | 3P 1625
KOCTU
MpeHaTanbHbI CKPUHUHT TpUcomuit |- TpumecTp (14 - 19 Heaenb + 6 gHewn):
1035 | s Auseny < smrscren teronors  aamramon Y3 17 23pa 1200
TpumecTpa (BIP)
t03s | e iy T
t0a7 | sty A
rOpMOHbI HaAI'IO'-Ie‘-IHMKOBOﬁ cucrtembol
10.38 | KopTtuson 1-2 p.g 450
10.39 | KopTtuson B cntoHe 7-8 p.4 990
10.40 | OernaposanuaHapoctepoH-cynbdat (4M3A-C) 1-2 p.g 420
10.41 | ABPEeHOKOPTUKOTPOMHbIN ropmoH (AKTT) 1-2 p.g 590
10.42 | AHApOCTEHAMOH 1-2 p.g 800
10.43 | AHApPOCTEHAMON [NIOKYPOHUA, 7-8 p.4 1365
10.44 | AnbpocTepoH 1-2 p.g 1573
10.45 | PeHuH (npamoe onpeaeneHune) 1-2p.4 1350
10.46 | AnbpocTepoH-peHMHoBOe cooTHoweHue (APC) 1-2 p.g 2 600
FopmMoOHbI U MapKEpbl NOAXKeNYA0UHO Kenesbl
10.47 | UHcynuH 1-2 p.4. 490
10.48 | C-nenTtung, 1-2 p.4. 470
10.49 2:::1;2::H|2:)em-memam noaXKenyao4HoM Kenesbl (AT K OCTPOBKam 3-6pa. 1 600
10.50 | AHTUTena K rnytamataekapbokcunase (GAD) 3-6p.A. 1700
10.51 | AHTUTENa K UHCYANHY 3-6p.4. 1250
10.52 | NMpouHcynuH 10-11 p.4. 1200

FopMOHbI U MapKEPDbI XKenyaka




10.53 | FacTpuH-17 cTUMYNMPOBAHHbIN 8-11p.4. 2400
10.54 | NencuHoreH-| 8-11p.4. 1350
10.55 | NencuHoren-lI 8-11p.4. 3200
1056 | o enmoren . nencmoren 1 At ¢ Hehobecter pylrt lcomna) smnerwe | 5 1LPA 4900
lacTponaHesb paclwmpeHHas (KoMmnaeKkcHoe uccnenoBaHue): racTpuH -17
10.57 | 6a3anbHbli, racTpuH-17 CTUMYNMPOBAHHbIN, NencuHoreH |, nencuHoreH Il, AT K 8-11p.4. 6 500
Helicobacter pylori (konnu.), 3akntoueHune
FopMmOHbI U MapKEpbl KOCTHOro metabonnsma (ocreonopos)
10.58 | MapaTnpeongHbli TOPMOH (MapaTroPMOH), MHTAKTHbIM 1-2 p.g 600
10.59 | KanbuMTOHUH 1-2 p.g 920
10.60 | OcTteokanbuuH 1-2 p.g 670
10.61 | C-KoHueBble TenonenTuabl KonnareHa (Beta-Cross Laps) 1-2 p.g 1000
10.62 II:/Ipa:)p;:eﬂr;jﬂoin;gsgﬁj:rv;zolcz:z;c; maTpuKca PINP (N-TepMUHanbHbIN 1-11pa, 1350
Tl e I T
FopmoHbI pocTa
10.64 | ComatoTponHbIi ropmoH (CTT) 1-2 p.a. 650
10.65 | UHcynmnHonogobHbIM dpakTop pocta | (MNOP-I; ComatomegmH C) 1-2 p.a. 970
FOpPMOHbDI }KMPOBOIA TKAHU
10.66 | NlentuH 10-11 p.4. 950
BuoreHHble aMUHbI
10.67 | CepOTOHUH 7-8 p.4 2100
10.68 | M'mctamuH 7-8 p.4 1875
10.69 221;::;3itlv\:erb(l);;lHl;ip))?rpeJ:: B KOMNeKce (agpeHanvH, HopaapPeHanuH, 56p.a 5 400
FOpMOHbBI 3pUTPONO033a U MapKEPbI aHeMuun
10.70 | SpuTPONOITMH 1-2 p.g 970
MAPKEPbI ONYXO/ZIEBOIO POCTA
10.71 | Anbda-dpeTtonpoTtenH (ADM) 1-2p.4 450
10.72 | MNpocTaTnyeckuin cneumdumyecknin aHtureH obwmii (NMCA obwmin) 1-2p.4 470
10.73 | MNpocTaTMyeckuin cneumduryeckmnin aHtureH ceoboaHsiii (NMCA ceoboaHbIit) 1-2p.4 500
10.74 | PakoB0-ambpuMOHanbHbIN aHTUreH (P3A) 1-2p.4 530
10.75 | AHTUreH NNOCKOKNETOYHOW KapuuHombl (SCC) 1-2 p.g 1770
10.76 | CA 125 1-2p.4 650
10.77 | HE-4 1-2p.4 1050
10.78 :I;Sp,)ekc ROMA: onpeaeneHne pucKa passuTUa onyxoau smyHmkos (HE-4 + CA 12pn 1700
10.79 | CA15-3 1-2p.4 680
10.80 | CA72-4 1-2p.4 780
10.81 | CA242 3-6p.4 1400
10.82 | CA19-9 1-2p.4 720
10.83 | Cyfra-21-1 1-2p.4 850
10.84 | HelipoHcneuunouyeckas aHonasa (NSE) 1-2p.4 1200
10.85 | benok S-100 1-2 p.g 2 000
10.86 [OnarHoctmka mmenomHon 6oae3Hn (KoMnaeKkcHoe uccnegosaHme): 7-11pa. 9875

NmmyHornobynutsl I1gG, IgM, IgA, IgE; MapanpoTenHbl B CbIBOPOTKE M B MoYe




(MmmyHoanekTpodopes); Kanna n nambaa nerkme Lenm MMmyHornobyamHos B
CbIBOPOTKe (Kosinu.)

10.87 | UBC Il (mapkép paka moyeBOro nysblps) B Moye 3-6p.a. 2150
. > 5
10.88 E/Iszp,rzKI;:SZ,cll,(;pl)_lcl)Bbﬂ npoctatbl: PSA obwuit, PSA cBoboaHbIl, % cBobogHoro PSA, 34pp, 7650
MHOEKUUOHHASA CEPONIOTUA
MH®EKLUUU BUPYCHbBIE
BUY-undpekuyua (HIV)
11.1 BMNY-Kombo (HIV): AT K BUpYycy mmyHoaedumLmTa Yenoseka 1, 2 + aHTUreH 1-2 p.4. 350
11.2 | AHtuTena K BUY-1,2+aHTureH p24 (UPA) 1-3p.a. 800
Bupyc renatuta A (HAV)
11.3 | AT K BMpYycy renatuTa A IgM (aHTK-HAV IgM) 1-2 p.a. 600
11.4 | AT K BMpYyCYy renatuTa A cymmapHble (aHTU-HAV) 1-2 p.4. 990
Bupyc renatuta B (HBV)
11.5 | HBsAg (aHTureH "s" Bupyca renaTtuta B) 1-2p.4 330
11.6 | HBsAg (aHTureH "s" Bupyca renaTuTa B) KosMyecTBeHHbI M 4-5p.g 575
11.7 | HBsAg Bupyca renatuta B (MDA) 3p.A. 370
11.8 | HBsAg (aHTureH "s" Bupyca renatuta B) noarsepraatowmin tect UGA 1-3p.4a 475
11.9 | AHTU-HBs AT cymmapHble (K "'s" aHTUreHy Bupyca renatuta B, anti-HBs) 1-2p.4 500
11.10 | AHTU-HBC AT cymmapHble (K cepaueBuHe Bupyca renatuTa B, anti-HBc) 1-2 p.g 635
11.11 | AHTU-HBC AT IgM (K cepaueBuHe Bupyca renatuta B, anti-HBc IgM) 1-2 p.g 1450
11.12 | HBeAg (aHTureH "e" Bupyca renatuta B) 1-2p.4 650
11.13 | AHTu-Hbe AT cymmapHbie (K "e" aHTureHy Bupyca renatuTa B, anti-HBe) 1-2p.4 650
Bupyc renatuta C (HCV)
11.14 | AT Kk Bupycy renatuta C (aHTU-HCV, cymmapHbie) 1-2 p.g 420
11.15 | CymmapHble aHTUTeNa K Bupycy renatuta C (UDA) 1-3p.Aa 400
11.16 | AT k Bupycy renatuTta C - cnektp (Anti-HCV cnekTp, cymm.) 3p.A. 975
11.17 | AT Kk Bupycy renatuta C IgM (aHTn-HCV IgM) 1-3p.4a 500
11.18 | AT Kk BMpYycy renatuta C IgG - UMMYHOB10T NOATBEPKAAOLLNIA 11 p.Aa. 9125
Bupyc renatuta D (aenbta, HDV)
11.19 | AT K BMpYycy renatuta D cymmapHble (anti-HDV) 10 p.Aa. 580
11.20 | AT Kk BMpycy renatuta D IgM (aHTn-HDV IgM) 10 p.A. 730
Bupyc renaturta E (HEV)
AT K BUpYycy renaTtuta E IgG (aHTH-HEV IgG) 10 p.A. 825
AT K BUpYycy renatuta E IgM (aHTH-HEV IgM) 10 p.A. 825
Bupyc npocroro repneca 1 u 2 Tuna (Herpes (HSV) 1&2, BMNr-1,2)
11.21 | AT K BMpYycy npocToro repneca 2 tuna IgG (Herpes (HSV) 2 1gG) 1-2p.4 460
11.22 | AT Kk BMpYycy npocToro repneca 1 tuna IgG (Herpes (HSV) 1 1gG) 1-2p.4 550
11.23 | AsuaHocTb aHTUTen IgG K BMpYCy NpoOCTOro repneca 2 Tuna 5p.a 600
11.24 | AT Kk BMpYycy npocToro repneca 1 n 2 Tuna IgM (Herpes (HSV) 1+2 IgM) 1-2 p.g 530
11.25 ,::;:Lifli: BMpycy npocToro repneca | n Il Tunos (1gG) c onpeaeneHvem 67p.a 1250
126 | e Stplex i ypes 1 ) ponyvommecrsermos mcmogosarne. +2p.a 1235
Liutomeranosupyc (CMV, HHV-5, LIMB)
11.27 | AT K uuTomeranosupycy IgG (CMV IgG) 1-2p.4 370
11.28 | AT K umTomeranosupycy IgM (CMV IgM) 1-2p.4 460




11.29 | AsuaHocTb aHTUTEN IgG K unTomeranosupycy (CMV 1gG Avidity) 1-3p.a. 1200
Bupyc dnwreiiHa-bapp (Epstein-Barr virus (EBV), HHV-4, B3b,
MHPEKLUMOHHDbIN MOHOHYKNE03)
11.30 | AT K KancugHomy benky Bupyca dnwTeliHa-bapp IgG (EBV VCA IgG) 1-2 p.a. 715
11.31 | AT K KancugHomy 6enky Bupyca dnwTeliHa-bapp IgM (EBV VCA IgM) 1-2 p.a. 715
11.32 | AT K agepHOMy aHTUreHy BMpYyca dnwTeliHa-bapp IgG (EBV NA IgG) 1-2 p.4. 715
11.33 | AT K paHHUM Benkam Bupyca InwTeliHa-bapp IgG, EBV EA IgG 1-2 p.a. 700
11.34 3gaiﬂ,$ﬁj:ssea;empo¢mnbelx aHTUTeN (AMArHOCTUKa MHPEKLMOHHOTO 12 poa, 700
11.35 32aiﬂigj:ssea;f:;aessfnmﬂnpb:ab;x;k;;v:en (amarHocTKa MHPeKUMOHHOro 1-2pa 700
1136 2:;:;1/}11::::AC:I;D,MH::(\)\::f:TmeHy (VCA) Bupyca dnwrteliHa — bapp (1gG) c 67 p.a 1700
Bupyc Bapuuenna-3ocrep (Varicella-zoster virus (VZV), HHV-3,
BETPAHAA 0CMna, ONOACbIBAOWMA NULLIANA)
11.37 | AT Kk BMpYycy Bapuuenna-3ocrtep IgG (Varicella-Zoster 1gG) 1-4p.4. 900
11.38 | AT K BMpYycy Bapuuenna-3octep IgM (Varicella-Zoster IgM) 1-4p.4. 1200
Bupyc KpacHyxu (Rubella; Rubivirus)
11.39 | AT K BMpYycy KpacHyxu IgG (Rubella IgG) 4 p.A4. 420
11.40 | IgG K BUpYCY KpacHyxu c onpeaeneHnem aBuaHoOCTU 6 p.A. 1235
11.41 | AT K BMpYyCYy KpacHyxu IgM (Rubella IgM) 4 p.A4. 465
Bupyc Kopu (Measles virus)
11.42 | AT K Bupycy kopw IgG (Measles 1gG) 1-4p.a. 650
Bupyc anuaemuyeckoro naportuta (Mumps virus, CBUHKa)
11.43 | AT K BMpYycy napotuTa IgG (Mumps IgG) 1-4p.4. 750
11.44 | AT Kk BMpYycy napotuTa IgM (Mumps IgM) 1-4p.4. 1150
Napsosupyc B19 (Parvovirus B19, Bupyc MH$EKLNOHHOI
apuUTeMbl)
11.45 | AT K napsosupycy B19 IgG (Parvovirus B19 IgG) 1-4p.4. 1650
11.46 | ATk napsosupycy B19 IgM (Parvovirus B19 IgM) 1-4p.4. 1775
Bupyc KneweBoro sHuedpanmrta
11.47 | AT K BUpYcCy KneleBoro sHuedanuta IgG 1-4p.a. 480
11.48 | AT K BUpYCY KneleBoro sHuedpanuTa IgM 1-4p.a. 600
Bupyc SARS-COV-2 (COVID-19)
Lt oo v s e
11.50 | AHTuTena knacca G (IgG) Kk SARS-COV-2 (COVID-19) meTtozom UDA, nonykonmy. 3p.A. 750
11.51 | AHTuTena knacca M (IgG) kK SARS-COV-2 (COVID-19) metogom UDA, nonykonnu. 3p.A. 750
1152 | et v i oot GBS M ASASCV2 g | e
KonunyectseHHoe onpeaeneHune nHTUTEN (BKAtoYas IgG) K peuenTtop-
11.53 | cBs3biBatowemy gomeHy (RBD) wunosmnaHoro S-6enka KopoHasupyca SARS- 2-3p.A4. 1565
COV-2 (COVID-19)
KonunyectseHHoe onpeaeneHune nHTUTEN (BKAtoYas IgG) K peuenTtop-
11.54 | ces3biBatowemy gomeHy (RBD) wunosmnaHoro S-6enka KopoHasupyca SARS- 4p.4. 1950
COV-2 (COVID-19) c Bblaayein cepTndurKaTa Ha aHIIMNCKOM A3blKe
11.55 AHTMTenva knacca G (1gG) K SARS-UCOV-Z (COVID-19) B kKpoBu meTogom NDA ¢ 4pa 950
Bblgayel cepTuduKaTa Ha aHIIMNCKOM A3bIKE, NOYKOANY.
11.56 AHTUTENa Knacca M (IgM) k SARS-COV-2 (COVID-19) B kposu meTtogom UDA ¢ 4pa 950

BblAauel cepTMduKaTa Ha aHIIMNCKOM A3bIKe, NOYKOINY.




AHTMTeNa Knacca G (IgG) K peuenTop-cBasbiBatowemy gomeHy (RBD)
wunosuaHoro (S) 6enka KopoHasupyca SARS-COV-2 (COVID-19) meTogom

11.57 3p.a. 1890
UMMYHOXEMUNOMUHECLLEHTHOTO aHanm3a (MX/1A), KonmyecTeeHHoe P-A
nccnegoBaHume ¢ Bblgaden cepTudrKaTa Ha aHIIMACKOM A3blKe
AHTMTeNa Knacca M (IgM) K wunosugHomy (S) 6enky kopoHasupyca SARS-COV-
11.58 2 (COVID-19) meToa0M MMMYHOXEMUTIOMUHECL,EHTHOrO aHanusa (UX/1A), 3 1100
’ NoJIYKONMYecTBEHHOE UCC/Ief0BaHME C BblAavyen cepTudmKaTa Ha aHIIMMCKOM P-A.
A3blKe
AHTMTeNa Knacca G (IgG) K HykneokancugHomy (N) 6enky kopoHasupyca SARS-
11.59 COV-2 (COVID-19) meToaoM UMMYHOXEMUTIOMUHECLLEHTHOrO aHanusa (MX/A), 3 1640
’ NoJIYKONMYecTBEHHOE UCC/Ief0BaHME C BblAavyen cepTudmKaTa Ha aHIIMMCKOM P-A
A3blKe
11.60 AHTMTeNa Knacca G (IgG) kK SARS-COV-2 (COVID-19), KonuyectseHHOe 5p.a. 750
nccnefoBaHue
1161 AHTMTeNa Knacca G (IgG) kK SARS-COV-2 (COVID-19) c Bblgayelt ceptudmKaTa Ha 5 750
’ aHIIMIMCKOM A3bIKEe, KOZIMYECTBEHHOE UC/ef0BaHNE P-A
AHTMTeNa Knacca G (IgG) K peuenTop-cBasbiBatowemy gomeHy (RBD)
wunosuaHoro (S) 6enka KopoHasupyca SARS-COV-2 (COVID-19) meTogom
11.62 3p.a. 1750
UMMYHOXEMUNOMUHECLLEHTHOTO aHanm3a (MX/1A), KonmyecTeeHHoe
nccnefoBaHue
AHTMTeNa Knacca M (IgM) K wunosugHomy (S) 6enky kopoHasupyca SARS-COV-
11.63 | 2 (COVID-19) meToA0OM MMMYHOXEMUNIOMUHECLLEHTHOTO aHanm3a (UXNA), 3p.A. 1560
NoJIyKoNMYecTBeHHOE Uccien0BaHne
AHTMTeNa Knacca G (IgG) K HykneokancuaHomy (N) 6enky kopoHasupyca SARS-
11.64 | COV-2 (COVID-19) meToAoM MMMYHOXEMUNIOMUHECLLEHTHOIO aHanmn3a (UXNA), 3p.A. 1545
NoJIyKoNMYecTBeHHOE Uccien0BaHne
11.65 AHTMTeNa Knacca G (IgG) kK SARS-COV-2 (COVID-19) c onpegeneHnem 3p.a. 5 875
asmgHoct metogom UOA
11.66 BbiasneHume PHK KopoHasupyca COVID-19 (SARS-COV-2), poTornoTka u 1pn, 2100
HOCOr/10TKa
11.67 BbiagneHne PHK KOpOHE?]BMpyca COVID-19 (SARS-CoV-2) c onpeaeneHmem 1pn, 2100
wramma OMUKpOoH (Omicron) B cockobe 13 poTo- U HOCOMNOTKM
BbiasneHune PHK KopoHasupyca COVID-19 (SARS-COV-2), cepTudumkat
11.68 MeXKAYHAPoAHOro ¢opmaTa Ha aHITMACKOM, ppPaHLLy3CKOM, KUTANCKOM, 64 1900
’ MCMAaHCKOM, HEMELLKOM, MOPTYraIbCKOM, UTA/IbAHCKOM, CEPBCKOM s3bIKax
aKcnpecc
Cudunuc (Treponema pallidum (TpenoHema nannmnaym))
11.69 | AT K Treponema pallidum (IgG+IgM) 4p.4. 390
11.70 | AT K Treponema pallidum (IgG+IgM) 3Kcnpecc 6 vyacos 550
11.71 | CymmapHble aHTUTeNa K Treponema pallidum (MDA) 1-3p.a. 390
11.72 | AT K Treponema pallidum IgM 1-3p.a. 620
11.73 | AT K Treponema pallidum (PMNTA; cymmapHbie) 1-2 p.a. 430
11.74 | Peakuma MUKPONPELMUNUTALLMK C HETPENOHEMHbIM aHTUreHom (RPR) 1-2 p.4. 350
BaKTepuaanble MHd)EKLI,VIVI no/10BbIX OpPraHoB
11.75 | ATk Chlamydia trachomatis I1gG 1-4p.4. 520
11.76 | ATk Chlamydia trachomatis IgA 1-4p.4. 520
11.77 | ATk Chlamydia trachomatis IgM 1-4p.4. 520
11.78 | AT kK Mycoplasma hominis IgG 1-4p.4. 540
11.79 | AT Kk Mycoplasma hominis IgA 1-4p.4. 520
11.80 | AT Kk Ureaplasma urealitycum IgG 1-4p.4. 540
11.81 | AT Kk Ureaplasma urealitycum IgA 1-4p.4. 540
11.82 | AT Kk 6enky Tennosoro woka Chlamydia trachomatis IgG (anti-cHSP60-IgG) 3-4p.a. 550




bakTepuanbHble UHPEKLUU AbIXaTeNbHbIX NyTel

11.83 | AT k Chlamydia pneumoniae I1gG 1-4p.4. 500
11.84 | ATk Chlamydia pneumoniae IgA 7-8 p.4. 920
11.85 | ATk Chlamydia pneumoniae IgM 1-4p.4. 470
11.86 | AT k Mycoplasma pneumoniae I1gG 1-4p.a. 600
11.87 | AT k Mycoplasma pneumoniae IgA 7-8 p.A. 950
11.88 | AT Kk Mycoplasma pneumoniae IgM 1-4p.a. 600
11.89 | AT Kk Bordetella pertussis 1gG (B036yauTenb KOKAtOLWA) 1-5p.a. 975
11.90 | AT Kk Bordetella pertussis IgM (Bo36yauTens Kokatowa) 1-5p.a. 1036
11.91 | AT K gudTepuinHomy aHaToKcuHY (PMTA, cymmapHbie) 5-9p.a. 800
Ceponoruyeckas AMarHocTuka tybepkynesa
11.92 | At Kk Mycobacterium tuberculosis (cymmapHbie) 1-4p.4. 1000
11.93 T-SP(BT.TB (AMarHocTMKa NaTeHTHOM U aKTUBHOM TybepKyne3Hon MHeKLmn y 45p.0. 3267
netel 1 B3pocC/bIx)
11.94 | KBaHTMdepOHOBbINM TeCT 6 p.4. 7 965
BaKTepuaanble MHd)eKU,MVI KHenyagoyHo-KMWeyHoro TpakKrta
11.95 | AT K Helicobacter pylori IgG 1-2p.4 750
11.96 | AT K Helicobacter pylori IgG - ummyHo610T 1-4p.a 3600
11.97 | AT Kk Helicobacter pylori IgA - ummyHob10T 1-4p.a 3600
11.98 | AHTureH Helicobacter pylori B Kane 1-2p.4 800
11.99 | AHTuTena K Vi-aHTureHy (6ptowHol Tud) PMrA 3-4p.4 500
11.10 AT K Bo3byauTensm 6ptolwHoro Tmuda u Apyrux caibmoHennesos (c Vi-
(') QHTUTEHHbIM CaIbMOHENNE3HbIM ANATHOCTUKYMOM U CasibMOHennesHbim O- 1-4p.n 900
QHTUTEHHbIM KOMMIEKCHbIM AMAarHOCTUKYMOM)
11i10 AT K Shigella sonnei (wurenna 3oHHe, PMTA, cymmapHbie) 1-4p.4. 450
11;() AT K Yersinia enterocolitica IgA 5-6 p.a. 1300
11_;)10 AT K Yersinia enterocolitica 1gG 5-6 p.a. 1200
CuctemHble 6akTepuanbHbie UHPEKLUm
11410 AT K Borrelia IgG (6onesHb Jlaiima, 6oppennos) 1-2p.4 850
11.10 . o
s AT K Borrelia IgM (6onesHb Jlalima, 6oppennos) 1-2p.4 1250
11.10 .
6 AT K Brucella (PMTA, cymmapHble - BO3bygutens bpyLennésa) 1-4p.a 520
MHPEKLUUU TPUBKOBbBIE
11%10 AT K Candida albicans IgG 3-4p.4 630
11;0 AT K Aspergilius fumigatus IgG 3-4p.4 480
NAPA3UTbI, FTEIbMUHTbI, NPOCTENLLUE
11.10
9 AT K Toxoplasma gondii IgG (Bo36yauTenb Tokconaasmosa) 1-2p.4 450
11.11 "
0 AT K Toxoplasma gondii IgM (Bo36yauTenb Tokconnasmosa) 1-2p.4 550
11.11 . -
1 AsugHocTb aHTUTEN IgG K Toxoplasma gondii (Toxoplasma IgG Avidity) 2-4p.4 1600
11.11 .
AT K Toxocara canis 1gG (Bo36yamuTenb TOKCOKapo3a) 1-4p.n 470




AT K relbMMHTam IgG (KomnaeKkcHoe uccnegosaHme):

11.11 | onpegeneHune aHTUTEN K onucTopxam (Opisthorchis) IgG, aXMHOKOKKY
. . . 1-4p.a. 1800
3 (Echinococcus) IgG, Tokcokape (Toxocara canis) IgG, TpuxuHenne (Trichinella)
1gG
MapasunTbl - paclumMpeHHbIN Npoduab (KOMMNIEKCHOe UccnesoBaHue):
11.11 | onpegeneHune aHTUTEN K onucTopxam (Opisthorchis) IgG, aXMHOKOKKY 1-2 5350
4 (Echinococcus) IgG, Tokcokape (Toxocara canis) IgG, TpuxuHenne (Trichinella) P-A.
1gG, Ackapwmae (Ascaris) IgG v IgE, AHusakuge (Anisakidae) IgE
11.11

5 AT K Echinococcus 1gG (3XMHOKOKK) 1-4p.4. 600
11.11 . .

6 AT K Opisthorchis IgG (onucTopxu) 1-4p.4. 550
11.11 —_

7 AT K Trichinella IgG (TpuxuHenna) 1-4p.4. 550
115';11 AT K Ascaris IgG (ackapuga) 1-4p.4. 650
11.11 . .

9 1gG K cBMHOMY LenHto (Taenia solium) 5p.A. 600
11.12 N .

0 AT K Giardia lamblia (nasm6a1m) cymmapHble 1-4p.a 600
11.12 . -

1 AT K Trichomonas vaginalis IgG (TprxomoHagb!) 3-4p.4 580
11.12 . . . .

5 AHTUrEHbl MansapuiHoro naasmogus (P.malariae, P.falciparum, P.vivax) 1-2p.4 650

MMMYHONOIMNMYECKMUE NCCNEAOBAHUA
MmmyHbIiA cTaTyc

MMMYHHbIV cTaTyc (KomnieKkcHoe nccneaoBaHue): cybnonynsumm

MmoounToBs, NOKasaTem rymopasbHoro UMmyHuTeTa (C3, C4 KOMMNOHEHTbI
12.1 5-6 p.4. 5750

KomnnemeHTa, IgA, IgM, 1gG, IgE, umpkynmpyrowme UMMyHHbIE KOMMNAEKCHI

(LMK - Clq), C-peaKTuBHbIl 6enok

MMMYHHBbIV CTaTyC - pacluMpeHHbI Nnpodunb (KOMNNEKCHOe uccnenoBaHue):
122 cybnonynsaumm numoountos, GaroumTos, NOKasaTeNm rymopasbHoro 56 p.a. 9800

nMmyHuTeTa (C3, C4 KOMNOHEHTbI KoMNnemeHTa, IgA, 1gM, 1gG, IgE,

LUMPKyAnpytowme UMMyHHble Komnaekcbl (LMK - Clq) , C-peakTnsHbI 6enoK)

KneTtouHblit uMMyHUTET

Cybnonynaumm aMmooumnToB (KoMnaeKcHoe nccaefoBaHue): obuiee

KONIMYECTBO NelikoumToB 1 aumooumntos, T-numdoumtsl (CD3), T-xennepobl
12.3 | (CD3+CD4+), T-umToTOKCHYeckune (CD3+CD8+), "aybnb"-knetkn (CDA+/CD8+), B- 5-6 p.4. 5000

numoounTbl (CD19+), ectectBeHHble Kunnepbl (NK-knetkmn CD16/CD56), T-

kunnepbl (T-NK-knetkn CD3+CD16/CD56)
124 darouunTos (parounTmpyroLLmMe rpaHyNouMTbI, MHAEKC daroumnTosa Or, 56 p.a 3500

darounTUpytoLLMe MOHOUNTLI, MHAEKC dparoumntosa ®M)
125 KNeTouHbI UMMYHUTET (KOMMIEKCHOE NcCaef0BaHUe): cybnonynaumm 56p.a 9000

nmmeounToB 1 GparoumTos

FymopanbHblit UMMYyHUTET

12.6 | UmmyHornobyauH G (IgG) 1-2 p.a. 260
12.7 | UmmyHornobynuH M (IgM) 1-2 p.a. 260
12.8 | UmmyHornobynuH A (IgA) 1-2 p.a. 280
12.9 | UmmyHornobynuH E (IgE obwmit) 1-2 p.a. 400
12.10 MMmyHOo3aneKTpodopes-CKPUHUHT (auddepeHUnpoBKa rammanaTnm: aambaa- 78 p.a. 5 000

uenu, Kanna-uenu MMmyHornobyanHos)




MmmyHo3neKkTpodopes - (KoMMNieKcHoe UcCaef0BaHUE) C KOIMYECTBEHHbIM
onpeaeneHnem: BkaoYaeT guddepeHuUMpoBKY rammanatnm: 1ambaa-uenmu,

1211 Kanna-uenu UMMyHorn1o6yanHoB anekTpodopeTnyeckn (MmmyHoduKcaLums) + 1-8pa 6100

KONMYeCcTBEHHOE onpegeneHne; UMmyHornobynutsl IgG, I1gM, IgA
12.12 | Uupkyaupytowme MMMyHHble Komnaekcol (LUK - Clq) 2-3p.4 650
12.13 | C3 KOMNOHEHT KOMNAEMEHTA 1-2 p.g 350
12.14 | C4 KOMNOHEHT KOMNAEMEHTA 1-2 p.g 360
12.15 | 3cTepasHblit MHIIM6UTOP C1 KOMNAEMEHTA - 06LWLMIA 1-2 p.g 1800
12.16 | 3cTepasHblit UHIMB6UTOP C1 KOMNAEMEHTA - GYHKLMOHANbHbIN 10-11 p.4. 2 600

F'yMopanbHbIM UMMYHUTET (KOMNIEKCHOE uccneaosaHue): C3 KOMMNOHEHT
12.17 | komnnemeHTa, C4 KOMNOHEHT KOMNNEeMeHTa, IgA, IgM, 1gG, IgE, 1-3p.a. 2200

UMPKYyAUpytowme MMyHHble Komnaekcebl (UMK - Clq) , C-peakTnBHbIN 6enok
12.18 | UHTepnenkuH 1-beta 2-3 p.Aa. 1800
12.19 | UHTepnenkuH 6 1-2 p.4. 1750
12.20 | UHTepneikuH 8 2-3 p.A. 1850
12.21 | UHTepneikuH 10 2-3 p.Aa. 1750

NHTepdepoHOBbIN cTaTyC

NHTepdepoHOoBbIl cTaTyC (KOMMNEKCHbIN aHaNn3):
1222 | reppepon (KoM ), wposs Mt onGA O, 1213pa | 2850

MHAYUMPOBaHHbIM ramma-NPH

YyBCTBUTENIBHOCTb K MHAYKTOPAM 3HAOreHHOro uHTepdepoHa
(mononHuTenbHo K uccnegosaHuto 51-13-300)
12.23 | UuknodepoH 12-13 p.a. 760
12.24 | Heoswup 12-13 p.4. 760
12.25 | AMUKCcHH 12-13 p.4. 760
12.26 | Karouen 12-13 p.4. 760
YyBCTBUTENIbHOCTb K Npenapatam nHrepdpepoHa
(mononHuTenbHo K uccnegosaHuto 51-13-300)
12.27 | UHTpOH 12-13 p.4. 760
12.28 | PodepoH 12-13 p.a. 760
12.29 | WHrapoH (rammacdepoH) 12-13 p.a. 760
12.30 | PeanbaupoH 12-13 p.4. 760
12.31 | PeadepoH 12-13 p.a. 760
l'|YBCTBl‘ITEJ1bH0CTb K MMMYHOMOAYNATOPaM (AOHOIIHMTeanO K
uccnegosaHuio 51-13-300)

12.32 | UmmyHan 12-13 p.4. 750
12.33 | NonnMoKkcnMaoHuM 12-13 p.4. 750
12.34 | lanasut 12-13 p.4. 750
12.35 | UmmyHodaH 12-13 p.a. 750
12.36 | UmmyHOMaKC 12-13 p.4. 750
12.37 | lnkonung 12-13 p.4. 750
12.38 | T-aKTMBMH 12-13 p.4. 750
12.39 | TumoreH 12-13 p.4. 750

AYTOMMMYHHAA NATOJ/10rnA

CucremHble ayTOMMMYHHbIe 3aboneBaHuA




Mpodunnb «CKpUHUHT CKB»:
1 - BONYAHOYHbIV aHTUKOAryAAHT;
2 - aHTUHYKNEeapHbIA aKTop;

13.1 3 - aHTUTENa K HYKNeoCcoMam; 10-11 p.4. 4 890
4 - aHTUTena Knacca IgG K asycnmpansHoi JHK;
5 - aHTUTeNna K KapamonunuHy knacca IgG;
6 - aHTMTEeNa K KapAnoaunuHy Knacca IgM
13.2 AHTMALOEpPHbIE (auHTMHyKneaprle) aHTuTena, ANA (CKpuHUHT 6osie3Hein 23pn 1350
coeanHUTENbHOM TKaHU, CTD-CKPUHMHT)
133 AHTMTeNa K ogHocnupanbHol AHK (anti-ssDNA) 10-11 p.4. 1350
13.4 | AHTuTena K 2-x cnupanbHoi JHK IgG (dsDNA) (Konuy) 2-3p.4 650
135 AHTUTENA K 3KCTPArMpyembim AgepHbIM aHTUreHam (NosayKosmy.) 2-3p.4 1400
13.6 | AHTUTEna K NpoTpombuHy IgM n 1gG (cymm.) 9-10 p.a4. 2 800
13.7 AHTUTENa K umntonnasme Hentpopumnos, ANCA Knacca IgA 7-8 p.4 1250
13.8 | AHTUTena K uutonnasme HeTpodunos, ANCA Knacca IgG 7-8 p.4 1550
13.9 AHTUTENa K aHaoTennanbHbiM Knetkam (HUVEC) 6-7 p.4 1450
13.10 | AHTUTENa K mnenonepokcmnaase 5-6 p.4 1000
13.11 | AHTuTena K npotenHase-3 (aHTU-PR-3) 5-6 p.4, 970
13.12 | MNpOLEHT rMMKO3UANPOBaHUA peppUTMHA (C-M MapKpodaranbHOM aKTUBaLMK) 6-7 p.4 1850
13.13 | AHTUTena K 6asanbHON membpaHe Knybouka (BMK) 6-7 p.4, 1300
AHTMAAEpPHbIE (aHTUHYKNEapHble) aHTUTeNa (MMMYHOB10T; KOMNAEKCHOE
13.14 | uccnepoBaHme): AT K AagepHbIM aHTUreHam: SS-A52, SS-A60, SS-B, RNP, Sm, 1-4p.n 3870
ueHTpomepa B, Jo-1, Scl-70, pubocomanbHbli 6enok
13.15 | AHTuTena (IgG) K HyKneocomam 8-9p.4 1200
CKpPUHUHT BonesHel coegmMHUTEIbHON TKaHW (KOMNEKCHOE UccneaoBaHme):
13.16 | AHTUAagepHble (QHTUHYKNeapHble) aHTUTena (ANA-CKPUHUHT), AT K 2-X 2-3p.4 3645
cnupanbHont [HK IgG (dsDNA), AT K aKCTparmpyembiMm SAEPHbIM aHTUTEHAM
AHTUHENTPOdUNbHBIE aHTUTENA U aHTUTENA K Ba3anbHON MebpaHe rnomepyn
13.17 | No4kun (MMMYHOBNOT; KOMMNNEKCHOE McCnenoBaHue): AT K npoTenHase-3 (anti- 1-4p.n 2150
PR3), AT K mnenonepokcuaase (anti-MPQ), anti-GBM
AHTUMHENTPOPUIbHbIE aHTUTENA - PACLUMPEHHbIN NPodUAb (KOMNNEKCHoe
13.18 | uccnepoBaHue): AT K aHTUreHam: npoTenHasa-3 (anti-PR3), mmenonepokcrnaasa 5-6 p.4 3100
(anti-MPOQ), 6enok BPI, anacTasa, katencuH G, am3oumm, naktodbeppuH
AHTMTENA NPU MMO3UTaX (KOMMNEKCHOE MUCCea0BaHME, MUMMYHOB10T): AT K
13.19 aHTMreHam M2, Jo-1, PL-7, PL-12, PM-Scl-100, Mi-2, Ku(p70/80), SRP, Rip-P 2-4pA 3164
13.20 | AHtuTena Kk Clq pparmeHTy KOMNAEMEHTA 8-9p.4a 1350
[narHoctnka rpaHy1eMaTo3HbIX BaCKy/IMTOB (KOMMNEKCHOE UccneoBaHue):
AHTMAAEpPHbIe (aHTUHYKNeapHble) aHTuTena (ANA-CKPUHUHT) +
13.21 1-6p. 7 000
AHTMHeNTpodUAbHbIE aHTUTENA (pacluMpeHHan naHenb: anti-PR3, anti-MPO, P-A
anti-BPI, AT K anacTase, KaTencuHy G, aimsoummy, naktopeppuHy)
[narHoctrka ayToMMMYyHHOTO NopaXKeHMs NoYeK (KomrnaekcHoe
13.22 | uccnepoBaHue): AHTUALEPHbIe (AHTUHYKNeapHble) aHTuTena (ANA-CKPUHUHT), 1-4p.4. 2 850
AHTUHeNTpodUNbHbIE aHTUTENa (MMMYHOBNOT: anti-PR3, anti-MPO, anti-GBM)
Mapkepbl peBMaTOUAHOro apTpura
13.23 | AHTUTENA K UMKAUYECKUM UUTPYANUHUPOBAHHLIM NnenTuaam (anti-CCP) 1-2 p.4. 1650
13.24 AHTMTENA K MOANPULMPOBAHHOMY LUTPYANIMHUPOBAHHOMY BUMEHTUHY (aHTU- 3-6pa. 1300
MCV)
13.25 | PeBmatounaHbiv dpakTop IgA 6-7 p.4. 950
13.26 | AHTUKepaTUHOBbIe aHTMTeNa (AKA) 6-7 p.4. 1550
13.27 | AHTUTENa K Sa-aHTUreHy (BUMEHTUHY) 7-8 p.4a. 1400
13.28 [unarHoctmka cepoHeraTMBHOro PEBMATONAHOMO apTpuTa (KOMNAEKCHOE 1-6p.a. 2700

uccnegoBaHue): PeematonaHblii GakTop, AHTUTENA K LUKANYECKUM




UMTPYNIMHUPOBAHHBIM NenTuaam (anti-CCP), AHTUTeNa K
MOANPULNPOBAHHOMY UMTPYIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)

OnddepeHumanbHas AMarHoCTUKa CEpOHeraTMBHbIX apTponaTuii u

13.29 | 1oBeHWUNbHOro PA (KOMNAEKCHOe uccnefoBaHue): AHTUTENA K SKCTparmpyemblim 2-3 p.Aa. 2200
AnepHbIM aHTUreHam, HLA-B27 tunuposaHue (MLP)
Mapkepbi AHTUpochonmnuaHoro cuHpgpoma
AHTUTeNa K dochonunugam IgG cymmapHbie (Komu.): AT K KapaANOAUNUHY,
13.30 | dochaTtngmncepuHy, bochatnann-uHosutTony, pochaTnamnoBon KUCNOTE, 3-4p.a 720
6eTa-2-rnMKonpoTenHy |
AHTUTeNa K dochonunugam IgM cymmapHble (Koauy.): AT K KapguoannuHy,
13.31 | dpochaTtngmncepmHy, bochatnann-uHosutony, pochatnamnoBon KUCNOTE, 3-4p.4 720
6eTa-2-rnMKonpoTenHy |
13.32 | AHTUTENna K KapguonunnuHy 1gG (konny.) 2-3 p.Aa. 970
13.33 | AHTUTENa K KapguonunuHy I1gM (Konuy.) 2-3 p.Aa. 990
13.34 | AHTuTena K 6eta2-rnmkonpoTtenHy IgG (Koany.) 2-3 p.4. 970
13.35 | AHTuTena K 6eta2-raMkonpoTtenHy IgM (Konunu.) 2-3 p.4. 1090
[narHoctnka BTopMYHOro aHTMpochonnnuaHoro CMHAPOMa (KomnaekcHoe
13.36 | uccnegoBaHue): AHTUTENA K Kapanoamnuhy IgG, AHuMTena K Kapanoamnuuy 2-3 p.Aa. 3345
1gM, AHTUAZEepHble (aHTUHYKNeapHble) aHTUTena (ANA-CKPUHUHT)
MMmmyHob10T aHTUPOochonnnuaHbix aHTuten IgG, IgM (AK/, AB2IM, AHH5, alT;
13.37 | 6 KOdaKTOpPHbIX aHTUTEN K HOCHATUANN-CEPUHY, TTNLEPOIY, XONNHY, DA, 7-8 p.4 5200
nHo3suToAy, poc. Knucnote)
MapKepbl ayToummMyHHbIX 3a6oneBaHunii KT
[narHoctnka ayToMMMyHHbIX 3a60/1eBaHUIA NeYeHn (KoMNaeKcHoe
paclwmnpeHHoe uccneaoBaHme):
13.38 AHTMAAEpPHbIE (AaHTUHYKNEapHbIe) aHTUMTena (ANA-CKpUHUHT) + AyToaUHTMTena K 1-4pp, 3200
QHTUreHam NevyeHu U NOAKeNYA0UYHOM Kenesbl + AHTUTENA K ragKon
MmycKkynatype (MmmyHo6n0T) (AMA-M2, sp100, gp 210, SLA/LP, LKM-1, LC-1, F-
aKTUH, MMO3MH, AECMUH)
AHTMTENA NPU aYTOMMMYHHbIX U BOCNanUTebHbIX 3aboneBaHuax KT
(QyTOMMMYHHBI racTpuT, NEPHULMO3HAA aHEMMSA, LeNMaknsa, 6onesHb KpoHa)
13.39 | (KomnseKkcHoe nccnesoBaHue, UMMYHOBNOT): AT K rinaguHy, AT K TKaHEBOM 1-4p.a. 2125
TpaHcrayTammHase (tTG), AT K BHyTpeHHeMy dakTopy (Kactna), AT K
napueTasnbHbIM KneTkam »enyaka, ASCA-AT Kk Saccharomyces cereviviae
13.40 | AHTWUTENa K TKaHeBOM TpaHcrayTamumHase (tTG) IgA (IgA TTT) (konny.) 2-3 p.4. 950
13.41 | AHTWUTena K TKaHeBOM TpaHcrayTamumHase (tTG) IgG 2-3 p.Aa. 900
13.42 | AHTuTena K ravaguHy IgA 2-3 p.Aa. 950
13.43 | AHTuTena K ravaguHy IgG 2-3 p.Aa. 950
13.44 | AHTUTeNa K Ae3aMUHUPOBAHHbIM NenTugam anbda-ravaguHa IgA 2-3 p.Aa. 950
13.45 | AHTUTeNna K Ae3aMUHUPOBAHHbIM NenTugam anbda-ravaguHa lgG 2-3 p.Aa. 900
[ONarHocTnKa Lenmakmm - CKPUHUHT (KOMMIeKCHoe nccanesoBaHue): AHTUTeNa
13.46 | Npv ayTOMMMYHHbIX M BOCNaNnUTeNbHbIX 3aboneBaHuax KT (ummyHo610T) + AT 1-4p.n 2 965
K TKAHeBOMI TpaHcrayTammHase (tTG) IgA (konwy.)
13.47 | AHTUPETMKYNMHOBbIE aHTUTeNa Knaccos IgG u IgA (APA) (HPUD) 7-8 p.4, 1250
OnddepeHumanbHas guarHoctmka 6onesHn KpoHa 1 Hecneundumyeckoro
A3BEHHOTO KO/INTA - CKPUHMHT (KOMMNIEKCHOE UccnefoBaHne): AHTUTENA NpU
13.48 ayTOMMI\\J/\yHHbIX 1 BocnanutenbHbix 3abonesaHusax XKKT (MMmyHo610T) + 2-6pa. 6 600
AHTUHENTPOdUIbHbIE aHTUTENA-PACLUMPEHHAsA NaHenb (AT K aHTUreHam PR3,
MPO, BPI, anacrasa, KatencuH G, 1M3oumm, naktodeppurH) + KanbnpoTekTuH (8
Kane)
13.49 | AHTtuTena Saccharomyces cerevisiae, ASCA knacca IgG 7-8 p.4 1250
13.50 | AHTuTena Saccharomyces cerevisiae, ASCA knacca IgA 7-8 p.4 1250
13.51 | AHTUTena K napmeTanbHbIM KNETKaM Kenyaka 7-8 p.4 1320




13.52 | AHTUTena K rnagknum mbiwuam ArTMA (HPUD) 5-6 p.A4, 1 500
13.53 | AHTuTena K paktopy Kactna - BHyTpeHHemy dakTopy (ABD) 6-7 p.4 1500
L
13.55 | AHTUTeNa K BOKaNoOBUAHBIM KNETKaM KULIEYHUKA 6-7p.4 1500
AyTOMMMYHHbIE MapKepbl NOAXENYA04HOM XKenesbl

AyToaHTUTENA K aHTUTeHam nevyeHu/noaKenya0UHON Kenesbl + AHTUTeNa K

rnafikol myckynatype (KOMnaeKkcHoe uccnenosaHue, UMMYHO610T): AT K

aHTUreHam: aHTUMUTOXOHZApPUANbHble (AMA-M2), aHTuagepHble (spl00,
13.56 | gp210), pacTBOPMMbIN aHTUTEH NedeHn/noaxenyaouHom Kenesbl (SLA/LP), 1-4p.a. 3487

QHTUIEH MUKPOCOM neYeHn 1 novek 1 Tuna (LKM-1), untonnasmaTmyeckuit

aHTreH nevenn 1 Tmna (LC-1), aHTUreHbl rnagKkon Myckynatypsbl (F-akTuH,

MWO3UH, AECMUH)
13.57 | AHTuUTena K TMpo3nH-pocdaTase (aHTU-IA2) 8-9p.4a 1720
38 | ot ayommporo narnpeas B9 pA 1450

MapKepbl ayTOMMMYHHbIX 3a601eBaHNIA KON
13.59 | AHTUTena K gecmocomam Koxku (ALA) 7-8 p.4, 1 800
13.60 | AHTUTena K 6a3anbHON membpaHe Koxu (ABM) 7-8 p.4, 1400
MapKepbl ayTOMUMMYHHbIX NOpaXKeHUit HePBHOM TKaHU U
CKeJ1IeTHbIX MbiLUL,

13.61 | AHTUTENa K CKeNleTHbIM MbILWLAM (AMarHoCTMKa MMUacTEHUK) 7-8 p.4 1450
13.62 | AHTuUTena K akBanopuHy-4 (NMO) IgG 6-7 p.4, 2900

AHTMTENa K raHrnanosmgam (IgG+igM) B cbiBOpOTKe (KOMNneKcHoe
13.63 | uccneposaHue, UMMYHOBOT): AT K aHTUreHam: GM1, GM2, GM3, GM4, GD1a, 2-4p.4 6700

GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdaTtns,

MapKepbl ayTOMMMYHHbIX 3ab601eBaHMii B penpoayKTonorum
13.64 | AHTUTENa K cTeponanpoayLUMPYIOLLMM KNeTKaM HaANoYe4YHUKOB 7-8 p.4 1550
13.65 | AHTUCNEpMasbHble aHTUTE A B CbIBOPOTKE cymmapHble (MAR-TecT) 5-6 p.4 900
13.66 | AHTUTENA K TEKANIbHbIM KNETKaM ANYHUKA 7-8 p.4 1500
13.67 | AHTUTENa K cTepougnpoayumnpyowmm Knetkam amdyHmnka (ACMK-Ovary) 7-8 p.4 1550
13.68 | AHTUTena K cnepmaTtosongam (pPUD) 8-9p.4 1 800
13.69 | AHTUTeNa K cTepomanpoayLMPYOLWLMM KNeTKam ANYKa 7-8 p.4 1500
13.70 | AHTUTeENa K cTeponanpoayLUMpYOLLMM KNETKaM NaaueHTbl 7-8 p.4 1470
13.71 | AHtuTena Kk XTY IgM 10-11 p.4. 900
13.72 | AHtuTtena K X' 1gG 10-11 p.4. 970
AOHOHHMTel'IbeIe dYyTOMMMYHHbIEe uccnenosaHuA

13.73 | AHTuTena K mmnokapay (ACM) 7-8 p.4, 1400
13.74 | AHTuTena K TpomboumTam IgG (HPUD) 8-9p.4 1350
13.75 | AHTUHYKNeapHbIi dpakTop (AHD) Ha HEp-2 KneTouHoM AnHKUK (HPUD) 7-8 p.4, 1200
13.76 | AHTUNEepUHYKNeapHbI dakTop Ha Hep-2 KneTouHol AMHuK (HPUD) 7-8 p.A 1100
13.77 | AHTUTEna K MUTOXOoHZPUAM (AMA) 5-6 p.4, 1200
13.78 | AHTUTeNna K sHaoMusuio IgA 7-8 p.4 1200
13.79 | AHTUTena K aHHeKcuHy IgG, 1gM 7-8 p.4 2 000
13.80 | AHTUTena Kk ammooumntam IgG 7-8 p.4 1500

[narHocTuka BocnanuTenbHbIX MUOKapAMonaTuii (KomnaekHoe
13.81 | uccnepoBaHue): AHTUTENA K MMOKapAy, AHTUTENA K MUTOXOHAPUAM + 7-8 p.4 2100

3aKNK4YeHne Bpava




[AnarHoctrka napaHeon1acTn4yeCKmnx 3HLI,e¢aIIMTOB (KOMI'II]EKCHOE

13.82 | uccnegosaHme): AT K aHTMreHam Yo-1, Hu, Ri, Ma, Amphyphisin + 3akntoueHne 7-8 p.4a. 3500
Bpaya
13.83 [narHoctnka nysblpHbIX 4ePMaTO30B (KOMNIEKCHOE uccnenoBaHue): AJA, 7.8 p.a. 3300
ABM + 3aKkntoueHme Bpaya
PaclwmpeHHoe cneymanmnsmpoBaHHoe uccienoBaHme ans gubdepeHumanbHom
13.84 OMArHOCTUKKM KoMTOB (KomnaeKkcHoe uccneposaHue): AHUA IgG um IgA, ASCA 78 p.1. 4268
1gG 1 IgA, aHTUTeNa K BOKaNOBUAHbBIM KAETKAaM KULLIEYHUKA U MPOTOKAM
noAyKenyao4HOM Kenesbl + 3aK/04YeHne Bpaya
PaclwmpeHHoe cneyunanmsmpoBaHHOe UcciesoBaHne AR AMATHOCTUKM
LeNMaknm (KomnaekcHoe uccnefoBaHue): AHTUTENA K Ae3aMUHUPOBAHHbBIM
13.85 | nentngam rnnagmHa IgA n IgG, AHTUTENa K TKAHEBOW TpaHCryTamuHase IgA v 8-9 p.Aa. 4 895
1gG, AHTUTENA K peTUKYAnHY IgA n 1gG, AHTUTENa K SIHAOMMU3UIO + 3aK/0UeHne
Bpaya
PaHHAA KOMNAEKCHanA dAYTOMMMYHHaA ANArHOCTUKaA
naToNorMyecknx UsMmeHeHumii B Pa3/INYHbIX OpraHax u cuctemax
13.86 «3/IN-AHKOp-TecT-12» (CocToAHUE cepaeyYHO-CocyaAncTon cnuctemsl, 12 78p.n 3300
aHTUIeHoB)
«INMN-ADC-XTY TecT»
13.87 (aHTMPOCchonnNUAaHbIN cMHAPOM,aHTU-XIY cMHAPOM, 6 AHTUTEHOB) 7-8pA 2450
13.88 «3/IN-B-6-TecT» (0b6LLEE COCTOAHNE MMMYHHOW CUCTEMBI, MOATOTOBKA K 78p.a 2200
BaKUMHaLMKN, 6 aHTUTEeHOB)
13.89 | «3/IN-Bucuepo-Tect-24» (nonHana naHenb, 24 aHTUreHa) 7-8 p.4 6 500
13.90 «3/IN-Amna-TecT»(CoCToAHNE NOAKENYAOHHOW Kenesbl, PUCK Pa3BUTUA 78 p.a 5300
caxapHoro auabeta, 8 aHTUreHoB)
13.91 «IIN-HKKT-TecT-12» (cOCTOAHME OpPraHOB CUCTEMbI NULLEBapeHus, 12 78 p.1. 3000
aHTUIEeHOoB)
13.92 | «3/IN-H-TecT-12» (cocToAHUE HEpPBHOW cucTeMbI, 12 aHTUreHoB) 7-8 p.A. 3400
13.93 «3/IN-N-Komnnekc-12»(penpoayKkTMeHoe 78 p.A. 3600
34,0p0Bbe XKEHLWMH, 12 aHTUreHoB)
BAKTEPMOJZTOTMYECKUE UCCNEQOBAHUA
13.94 Bax‘repuonomqecme uccnepgoBaHnAa movym (Cpep,Hﬂﬂ nopuua,
’ Moua 13 KaTeTepa u apyroe)
13.95 Moces moun Ha MuKpodopy C onpeseneHnem YyBCTBUTENbHOCTU K 2-5p.a. 1300
aHTUBUOTUKAM ™
13.96 MNMocesB mouu Ha rpmbbl posa Candida C onpeaeneHnem YyBCTBUTENIBHOCTU K 3-6pn. 1300
QHTMMUKOTUYECKMM NpenapaTam
13.97 Moces (moya) Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem 2-4pn. 1570
TUTPA U YYBCTBUTENbHOCTU K aHTUBMOTUKaM™
13.98 Moces (Moya) Ha*UreapIasma Spp. C onpeaeneHnem TUTPa U YyBCTBUTEIbHOCTHU 2-4pa 1000
K aHTMBMOTMKaM
13.99 Moces Ha Myco*plasma hominis c onpegeneHnem TMTPa 1 YyBCTBUTENbHOCTU K 2-4pa 1000
aHTMBMOTUKAM
13.10 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) € 5.5 950
0 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBUOTUKaM™ P-A
EaKTepMonoruqecxue nccneposaHuna matepuana U3
Mo4yenosioBbiX OpraHoB
13.10 | MNoceB maTepmana U3 MOYENONOBbIX OPraHOB HA MUKPODNOPY C onpeaeneHnem 5.5 1050
1 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™ p-A
13.10 | MNoceB maTepmana U3 MOYENONOBbIX OPraHOB HA MUKPODIOPY C onpeaeeHnem 5.5 1050
2 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™® p-A
13.10 | MNoceB maTepmana U3 MOYENONOBbIX OPraHOB HA MUKPODIOPY C onpeaeeHnem 5.5 1050
3 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™® P-A
13.10 | MNoceB maTepurana Ha aHa3pobHble BaKkTepmn C onpeaeneHmem
N 2-7p.A. 1000
4 YYBCTBUTENbHOCTU K aHTUBUOTUKAM




13.10 | MNoces maTepurana Ha aHa3pobHble BaKkTepmn c onpeaeneHmem
2-7p.4. 1000
5 YYBCTBUTE/IbHOCTM K aHTUOUOTUKamM*
13.10 Moces maTepurana M3 MOYENOI0BbIX OPraHOB Ha MUKPOdNOPY, KOMMAEKCHOE
6 nccnefoBaHume: a3pobHble M aHaspobHble BaKkTepuu, c onpeseneHnem 2-7p.A. 1800
YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM*
13.10 MNoces maTepurana M3 MOYENOIO0BbIX OPraHOB Ha MUKPODIOPY, KOMMNIEKCHOE
- nccnegoBaHume: a3pobHble M aHaspobHble baKkTepuu, C onpeseneHnem 2-7p.A. 1800
YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM*
BuvoueHo3 Bnaranuila, KOMNAEKCHOE UCCIe0BaHME: MUKPOCKONUA U Noces
13.10 | maTtepuana 13 Bnaranuwa Ha mukpodaopy (asapobbl, MUKpoaspodubl, 3-7pn 2900
8 aHaspobbl, rpmbbl) C onpeaeneHNeM HYyBCTBUTENbHOCTU K aHTUBMOTUKAM U o
aHTUMMKOTUYECKMM Npenapatam™®
13.10 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3-6pa 900
9 K @aHTUMMKOTUYECKUM NpenapaTam™ o
13.11 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENIbHOCTH 3-6pn 900
0 K @QHTUMMKOTUYECKUM NpenapaTtam™ o
13.11 | MNoces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem tutpa u 2-4pn 1300
1 YYBCTBUTE/IbHOCTU K aHTUOUOTUKam* o
13.11 | MNoces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem tutpa u 2-4pn 1300
2 YYBCTBUTE/IbHOCTU K aHTUOUOTUKamM* o
13.11 | MNoces Ha Ureaplasma spp. c onpegeneHnem TMTpa 1 YyBCTBUTENBbHOCTMU K
2-4p.4. 1100
3 aHTUBUOTUKAM ™
13.11 | MNoces Ha Ureaplasma spp. c onpegeneHnem TMTpa 1 4yBCTBUTENbHOCTU K 2-4pn, 1100
4 aHTUOUOTUKAM ™
13.11 | MNoces Ha Mycoplasma hominis ¢ onpeaeneHnem TUTPa U YyBCTBUTENBHOCTM K
2-4p.4. 1200
5 aHTUBUOTUKAM ™
13.11 | MNoces Ha Mycoplasma hominis ¢ onpeaeneHnem TUTPa U YyBCTBUTENBHOCTMU K
3-4 p.a. 900
6 aHTUBUOTUKAM ™
13.11 | MNoces maTtepurana Ha Neisseria gonorrhoeae (roHOKOKK) € onpeaeneHmem 2-5pn 700
7 YYBCTBUTE/IbHOCTU K aHTUOUOTUKam* o
13.11 | MNoces maTtepurana Ha Neisseria gonorrhoeae (roHOKOKK) € onpeseneHmem 2-5pn 700
8 YYBCTBUTE/IbHOCTM K aHTUOUOTUKam* o
13.11 | MNoces maTepurana M3 MoYenooBbIX opraHoB Ha Gardnerella vaginalis 2-4pa 700
9 (rapaHepennsi) o
13.12 | MNoces maTepurana M3 Mo4enosoBbix opraHoB Ha Gardnerella vaginalis 2-4pa 700
0 (rapaHepennsi) o
13.12 | MNoces maTepuana Ha beTa-remonnTMYECKMe CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 350
1 onpeaeeHneM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
13.12 | MNoceB maTepuana Ha beTa-remonnTMUECKne CTPENTOKOKKM (Streptococcus) ¢ 2-5p.a 350
2 onpeaeneHNemM YyBCTBUTE/IbHOCTU K aHTUBMOTMKam™ o
13.12 | MNoces maTepurana M3 MOYENOI0BbIX OpraHoB Ha Trichomonas vaginalis 56p.a 700
3 (TpuxomoHaabl) A
13.12 | MNoceB maTepurana M3 MOYENO/0BbLIX OpraHoB Ha Trichomonas vaginalis 56 p.a 700
4 (TpuxomoHaabl) A
13.12 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 2-5p.a 300
5 onpeaesneHNemM YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™ o
13.12 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) € 2-5pn 300
6 onpeaesneHNemM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
BaKTepuonomqecxoe unccnepoBaHue Kazsa
13.12
- Moces Kana Ha ancbakTepmos 3-5p.a. 1400
Moces Kana Ha NAaTOreHHyo 1 YCAOBHO-NATOreHHyo Ga0py, KOMMNIEKCHOe
13.12 | uccnepoBaHMe: caNbMOHEN b, LWKUFe/bl, NaTOreHHan KulleyHas nanodka E.Coli
o 3-6p.a. 1050
8 0157:H7, ycnoBHO-NaToreHHble 3HTePO6AKTEPUM, 30N10TUCTbIN CTADUNOKOKK,

rpmbbl poga Candida




OcTpble KuweyHble MHGeKLMK (anapesn), KOMMNAEKCHOe UccneaoBaHme: Noces

13.12 | Kafa Ha NATOreHHYH U YC/IOBHO-NATOreHHYH Ga0PY, TOKCUHbI KNOCTPUANNA, 5.6 5975
9 aHTUreHbl NpocTenwmnx (nAambann, amébbl, KpunTocnopuammu), P-A.
3HTeponaToreHHble BUPYCbl (aHTUreHbl poTaBMpyca, ageHoBMNpyca)
13.13 | Noces Kana Ha canbMOHeN b, LWUTrennbl ¢ onpeaeneHmem YyBCTBUTEIbHOCTU K 2-5p.n 1050
0 aHTUBUOTUKAM ™
13.13 . o .
1 AHTUreH NnaToreHHoM KuweyHon nanoykm E.Coli 0157:H7 3-4 p.a. 2100
13.13 | MNoceB Kana Ha NATOreHHyo KMwweyHyto nanoudky E.coli 0157:H7 ¢
« 2-4p.4. 1000
2 onpeaeneHMem YyBCTBUTENbHOCTU K aHTUBUOTUKAM
13.13 | Noces Kana Ha nepcuHUM c onpepeneHmem YyBCTBUTENbHOCTU K 1-4pp, 1000
3 aHTUBUOTUKAM ™
13.13 | Noces Kana Ha NaToreHHble KNLWEeYHble NasI0YKN C onpeaeneHmem
2-5p.A4. 900
4 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™®
135;13 Moces kana Ha Campylobacter (kamnunobakrtep) 2-5p.a. 1100
13.13 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 5.5 350
6 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBUOTUKaM™ p-A
13.13 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3.6 1175
7 K aHTUMWKOTMYECKUM NpenapaTam® P-A
13.13 | AHanus Ha Clostridium difficile (knocTpuann) (komnnekcHoe uccnesoBaHue):
1-5p.a. 2 465
8 noces + UccanefoBaHMe Ha Hannyune TOKCMHOB A u B
139')13 Moces Kana Ha Clostridium difficile (knoctpnaunn) 2-5p.a. 1000
EaKTepMonomqecxoe unccneposaHune matepuasa BepxHux
AbIXaTeNbHbIX NyTei
13.14 | MNoceB maTepmana BEPXHUX AbIXaTe/bHbIX NyTel Ha MUKpodaopY C 5.5 1050
0 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBUOTUKaM™ p-A
13.14 | MNoceB maTepmana BEPXHUX AbIXaTe/bHbIX NyTel Ha MUKpOodAOopY C 5.5 1050
1 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBUOTUKaM™ P-A
13.14 | MNoceB maTepmana BEPXHUX AbIXaTe/bHbIX NyTel Ha MUKpodAopY C 5.5 1050
2 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBMOTUKaM™ P-A
13.14 | MNoceB maTepmana BEPXHUX AbIXaTe/bHbIX NyTel Ha MUKpodAopY C 5.5 1050
3 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBMOTUKaM™ p-A
13.14 | MNoceB maTepmana BEPXHUX AbIXaTeNbHbIX NyTeN Ha MUKpodIopy C 5.5 1050
4 onpeaeneHnem YyBCTBUTENbHOCTU K aHTUBUOTUKaM™ P-A
13.14 | MNoceB maTepmana U3 CTOMATONOMMU Ha MUKPOGDIOPY C onpeaeneHnem
* 2-5p.a. 1050
5 YYBCTBUTENbHOCTU K aHTUBMOTUKAM
13.14 | MNoceB maTepmana U3 CTOMaTONOMMMU HA MUKPODNOPY C onpeaeeHnem
2-5p.a. 1050
6 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™®
13.14 | MNoces maTepurana Ha aHa3pobHble BaKkTepun c onpeaeneHmem 2-7pn 1000
7 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™
13.14 | MNoces maTepurana Ha aHa3pobHble BaKkTepuu ¢ onpeaeneHmem 2-7pn 1000
8 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™®
13.14 | MNoceB maTepurana Ha aHa3pobHble BaKkTepun c onpeaeneHmem 2-7pn 1000
9 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™®
13.15 | MNoceB maTepurana Ha aHa3pobHble BaKkTepmn c onpeaeneHmem
N 2-7p.A. 1000
0 YYBCTBUTENbHOCTU K aHTUBUOTUKAM
13.15 | MNoces maTepurana Ha aHa3pobHble BaKkTepmn c onpeaeneHmem
N 2-7p.A. 1000
1 YYBCTBUTENbHOCTU K aHTUBUOTUKAM
13.15 | MNoces maTepurana Ha aHa3pobHble BaKkTepmn c onpeaeneHmem 2-7pn 1000
2 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™
13.15 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENIbHOCTH 3.6 900
3 K aHTUMWKOTMYECKUM NpenapaTam® P-A
13.15 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENIbHOCTH 3.6 900
4 K aHTUMWKOTMYECKUM npenapaTam™® P-A




13.15 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3-6pn 900
5 K @QHTUMMKOTUYECKUM NpenapaTam™ o
13.15 | MNoces maTepurana Ha rpmbbl poga Candida c onpeaeneHnem 4yBCTBUTENBHOCTH 3-6pa 900
6 K @QHTUMMKOTUYECKUM NpenapaTtam™ o
13.15 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENIbHOCTH 3-6pa 900
7 K @QHTUMMKOTUYECKUM NpenapaTtam™ o
13.15 | lMNoces maTepurana Ha rpmbbl poga Candida c onpeaeneHnem 4yBCTBUTENBHOCTH 3-6pn 900
8 K @aHTUMMKOTUYECKUM NpenapaTtam™ o
13.15 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 2-5pn 700
9 onpeaeeHneM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (30/10TUCTbIN CTadUNOKOKK) € 2-5pn 700
0 onpeaesneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 2-5p.a 700
1 onpeaeneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (30/10TUCTbIN CTadUNOKOKK) € 2-5pn 700
2 onpeaeseHnemM YyBCTBUTEIbBHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIV CTadUNOKOKK) C 2-5pn 700
3 onpeaesneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIV CTadUNOKOKK) C 2-5p.a 700
4 onpeaeneHNemM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 2-5pn 700
5 onpeaeneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTMKam™ o
13.16 | lMNoces maTepuana Ha beTa-remonnTMYECKNE CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 750
6 onpeaesneHNemM YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™ o
13.16 | lMNoces maTepuana Ha beTa-remoanTMYECKNE CTPENTOKOKKM (Streptococcus) ¢ 2-5p.a 750
7 onpeaeneHnemM YyBCTBUTE/IbHOCTU K aHTUBMOTMKam™ o
13.16 | lMNoces maTepuana Ha beTa-remonnTMYECKMeE CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 750
8 onpeaesneHNeM YyBCTBUTEIbBHOCTU K aHTUBMOTUKam™ o
13.16 | MNoces maTepuana Ha beTa-remonnTMUecKkne CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 750
9 onpeaeneHNemM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
13.17 | MNoces maTepuana Ha beTa-remonnTMYECKME CTPENTOKOKKM (Streptococcus) ¢ 2-5p.a 750
0 onpeaeseHNemM YyBCTBUTENIbHOCTM K aHTUBMOTUKam™® o
13.17 | MNoces maTepuana Ha beTa-remonnTMUECKME CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 750
1 onpeaeneHnemM YyBCTBUTE/IbHOCTU K aHTUBMOTMKam™ o
13.17 | MNoces maTepuana Ha beTa-remonnTMYECKNE CTPENTOKOKKM (Streptococcus) ¢ 2-5pn 750
2 onpeaesneHnemM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
13.17 | MNoces maTtepuana Ha Neisseria meningitidis c onpegeneHnem 2-5p.a 350
3 YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM* o
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem
2-5p.A4. 850
4 YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM*
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem 2-5pn 350
5 YYBCTBUTE/IbHOCTU K aHTUOUOTUKaM* o
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem 2-5pn 350
6 YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM* o
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem
2-5p.A4. 850
7 YYBCTBUTE/IbHOCTU K aHTUOUOTUKaM*
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem
2-5p.A4. 850
8 YYBCTBUTE/IbHOCTM K aHTUOUOTUKamM*
13.17 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem
2-5p.A4. 850
9 YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM*
13.18 | lMNoceB maTepurana BEPXHUX AblXaTeNbHbIX NyTein HAa Corynebacterium 2-5pn 700
0 diphtheriae (andTtepuio) - 1 nokanusauus (3es) A
13.18 | lMNoceB maTepurana BEPXHUX AblXaTeNbHbIX NyTein Ha Corynebacterium
. . 2-5p.a. 850
1 diphtheriae (andreputio) - 1 nokanusaums (HOC)
13.18 | lMNoces maTepurana BEPXHUX AblXaTeNbHbIX NyTein Ha Corynebacterium 2-5pn 1100
2 diphtheriae (andTepuio) - 2 nokanunsayuu (3es + Hoc) o




13.18

Moces maTepuana BepxHUX AbIxaTeNbHbIX NyTeit Ha Bordetella pertussis

5-6 p. 800
3 (kokntoLw) P-A
13.18 | lMNoces maTepurana BEPXHUX AblXxaTeNbHbIX NyTen HA Bordetella pertussis
5-6 p.4 800
4 (kokntoww)
13.18 | lMNoces maTepurana BEPXHUX AblXxaTeNbHbIX NyTen HA Bordetella pertussis
5-6 p.4 800
5 (kokntoLw)
13.18 | lMNoces maTepurana BEPXHUX AblXxaTeNbHbIX NyTen HA Bordetella pertussis
5-6 p.a. 800
6 (kokntoww)
13.18 | lMNoces maTepurana BEPXHUX AblXxaTeNbHbIX NyTen HA Bordetella pertussis
5-6 p.a. 900
7 (kokntoLw)
13.18 | MNoces maTepurana BEPXHUX AblXxaTeNbHbIX NyTen HA Bordetella pertussis
5-6 p.a. 900
8 (kokntoLw)
Bam‘epuonomqecxoe uccnepgoBaHue otaenaemoro HMXXHuxX
AbIXaTeNbHbIX NyTei
13.18 | MNoceB maTepmana HUKHUX AbIXaTeNbHbIX NyTelk Ha MUKpodIopy C 5.5 950
9 onpeaeneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTUKam™ p-A
13.19 | MNoces maTepurana Ha aHa3pobHble BaKkTepmn c onpeaeneHmem
N 2-7p.4. 1010
0 YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM
13.19 | MNoces maTtepurana Ha rpmbbl poga Candida ¢ onpeaeneHnem 4yBCTBUTENbHOCTH 3.6 350
1 K @QHTUMMKOTUYECKUM NpenapaTtam™ P-A
13.19 MNoceB maTepuana Ha MUKPOCKONUYECKME rPnbbl, KOMMIEKCHOE UCCNef0BaHMeE:
é naecHeBble, APOXKKEBbIE TPUDLI C ONpeseeHNneM YyBCTBUTENbHOCTU K 3-6p.a. 1975
aHTUMMKOTUYECKMM Npenapatam™®
Bax‘repuonomqecxoe unccnepgosaHue otaenaemoro U3 rniasa
13.19 | MNoces maTtepmana Ha MUKpodNOpPY C onpeneneHnemM YyBCTBUTENLHOCTHU K
M 2-5p.A. 800
3 aHTUBNOTUKAM
13.19 | NoceB maTepmana Ha MUKpPODNOPY C onpeaeeHUeM YyBCTBUTEIbHOCTM K
N 2-5p.Aa. 800
4 aHTUBNOTUKAM
13.19 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3.6 300
5 K @QHTUMMKOTUYECKUM NpenapaTam™ P-A
13.19 | MNoces maTtepurana Ha rpmbbl poga Candida c onpeaeneHnem 4yBCTBUTENBHOCTH 3.6 300
6 K @aHTUMMKOTUYECKUM NpenapaTam™ p-A
13.19 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 5.5 300
7 onpeaeseHnemM YyBCTBUTEIbBHOCTU K aHTUBMOTUKam™ P-A
13.19 | MNoces maTtepurana Ha Staphylococcus aureus (30/10TUCTbIN CTadUNOKOKK) € 5.5 300
8 onpeaesneHNemM YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™ P-A
13.19 | MNoces maTtepurana Ha Neisseria gonorrhoeae (roHOKOKK) € onpeseneHmem 5.5 950
9 YYBCTBUTE/IbHOCTU K aHTUOUOTUKamM* p-A
13.20 | MNoces maTtepurana Ha Neisseria gonorrhoeae (roHOKOKK) c onpeaeneHnem 5.5 950
0 YYBCTBUTE/IbHOCTU K aHTUOUOTUKamM* P-A
BaK'repuonoruqecxoe unccnengosaHue oTaenaemoro U3 yxa
13.20 | MNoces oTgensemoro 13 yxa Ha MMKpodopy c onpeaeneHnem
N 2-5p.a. 1000
1 YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM
13.20 | MNoces oTAeNAEMOro U3 yxa Ha MUKpodNOpY C onpeseneHnem
* 2-5p.a. 1000
2 YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM
13.20 | MNoces maTepurana Ha aHa3pobHble BaKkTepmn C onpeaeneHmem
N 2-7p.4. 1000
3 YYBCTBUTE/IbHOCTM K aHTUOUOTUKAM
13.20 | MNoces maTepurana Ha aHaspobHble baKkTepuu c onpeaeneHnem
n 2-7p.4. 1000
4 YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM
13.20 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3.6 900
5 K @aHTUMMKOTUYECKUM NpenapaTtam™ P-A
13.20 | MNoces maTtepurana Ha rpmbbl poga Candida c onpeaeneHMem 4yBCTBUTENbHOCTU 3.6 900
6 K @aHTUMMKOTUYECKUM NpenapaTam™ p-A
13.20 MNoceB maTepuana Ha rpubbl, KOMMNIEKCHOE UCCef0BaHME: NNECHEBbIE,
% OPOXKeBble rpubbl € onpeseneHnem YyBCTBUTENbHOCTU K aHTUMMUKOTUYECKUM 3-6p.4. 950

npenapatam*




Moces mMaTepunana Ha FpM6bI, KOMMNNeKCHOe nccneanosaHue: naecHesble,

13.20
3 OPOXKKeBble rpubbl ¢ onpeaeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM 3-6p.a. 1000
npenapatam*
13.20 | MNoces maTepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) € 2-5pn 350
9 onpeaesneHnemM YyBCTBUTEIBHOCTU K aHTUBMOTUKam™ o
13.21 | MNoces maTtepurana Ha Staphylococcus aureus (3010TUCTbIN CTadUNOKOKK) C 2-5p.a 350
0 onpeaeneHNemM YyBCTBUTEIbHOCTU K aHTUBMOTUKam™ o
BaKTepMonomqecxoe uccnepgosaHune matepuasna € KoOXX"n, MArknux
TKaHeW
13.21 | MNoceB maTepmana c KOXM 1 Ap. Ha MUKPOGOPY C onpeaeneHnem
2-5p.a. 1000
1 YYBCTBUTE/IbHOCTU K aHTUOUOTUKamM*
13.21 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBCTBUTENIbHOCTH 3-6pn 350
2 K @aHTUMMKOTUYECKUM NpenapaTam™ o
13.21 MoceB maTepuana Ha rpubbl, KOMMIEKCHOE UCCef0BaHME: NNECHEBbIE,
3 OPOXKKeBble rpubbl ¢ onpeaeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM 3-6p.a. 1500
npenapatam*
baKTepuonoruueckoe uccnegoBaHue Kposu (GpnakoH, Katetep) u
CTepUNbHbIX 6MONOrnMYecKnX Kugkocrei (nMKeop u ap. -
dnaKkoH)
1301 MoceB KPOBU Ha CTEPUIBLHOCTb, KOMMIEKCHOE UCCeA0BaHNe: a3pobHble
4 6aKTepum, aHaspobHble baKkTepuu, rpmbbl C onpeseseHnem YyBCTBUTENbHOCTH 5-8p.a. 3265
K @QHTMBMOTMKAM M aHTUMUKOTUYECKMM NpenapaTam™
Meanatpryecknin noces KPOBM Ha CTEPUIBHOCTb, KOMMNEKCHOE MUCC/Ief0BaHME:!
13.21
5 a3pobHble, GaKyNbTaTUBHO aHa3PObHble GakTepun 1 rpubbl ¢ onpeaeneHnem 5-8p.aA. 1400
YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM M aHTUMUKOTUHECKMM npenapaTam®
Cencuc, KOMNAEKCHOe MccefoBaHMe: NOCeB KPOBU Ha CTEPU/IbHOCTD 1-2 p.g. -
13.21 | (aspobHble b6akTepun, aHaspobHble BakTepuu, rpmbbl) c onpegeneHnem NPOKabLUUTOHU 4 850
6 YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM M aHTUMUKOTUYECKMM npenapatam® + H,5-8p.a.-
NPOKaNbLUUTOHWUH noces
. 1-2 p.4. -
Cencuc-gety, KOmnaecHoe nccaefoBaHue: NeamaTpUYeckuii Noces KPOBU
13.21 NPOKaNbLUUTOHU
7 (aspobHble, bakyNbTaTMBHO aHa3pobHble HakTepun 1 rpmnbbl) c onpeaeneHnem H5-8p. 4 - 3450
YYBCTBUTE/IbHOCTU K aHTUOUOTUKAM* + NPOKaNbLUUTOHMUH ! Hoces
13.21 | MNoceB KpoBW Ha a3pobHble 6akTepun 1 rpmubbl C onpeaeneHvem 5-8p.a 1800
8 YYBCTBUTE/IbHOCTU K aHTUOUOTMKAM U aHTUMUKOTUYECKMM npenapaTam® T
13.21 | MNoceBs KpPOBM Ha aHa3POOHble BaKTepun ¢ onpegeneHnem YyBCTBUTENIbHOCTU K
5-8p.a. 1 800
9 aHTUbMOTUKam™*
Moces NMKBOPa/6NONOTNYECKUX KUAKOCTEW HA CTEPUABHOCTb (KOMMNIEKCHOE
13.22 | uccnepoBaHue): a3pobHble, GakyAbTaTUBHO aHaspPObHble HaKkTepun n rpunbsl ¢ 5-8p.4 1350
0 onpeaeneHNnemM YyBCTBUTENIbHOCTU K aHTUOMOTUKAM U aHTUMUKOTUHECKUM T
npenapatam*
BAKTEPUOJIOTMYECKOE UCCNIEAOBAHUE APYITUX BUONTOTMYECKUX
HUIOKOCTEN
Bax‘repuonomqecxoe uccnepoBaHue Xenuum
13.22 | MNoces. *enun Ha muKpodopy c onpegeneHnem 4ysCTBUTENLHOCTHU K
2-5p.A4. 900
1 aHTUbMOTUKam™*
13.22 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENIbHOCTH 3-6pn 350
2 K @QHTUMMKOTUYECKUM NpenapaTam™ o
13.22 | MNoces maTepurana Ha aHaspobHble BakTepun ¢ onpeaeneHnem 2-7pn 300
3 YYBCTBUTE/IbHOCTM K aHTUOUOTUKaM* o
13.22 BaKTepMO.ﬂOWI‘-IECKOE unccnepgosaHue 6uonoruueckmx
4 *}upKrocrei
13.22 | MNoceB NYHKUMOHHbIX }XUAKOCTEN Ha MUKPODIOpPY C onpeaeneHnem 2-5pn 350
5 YYBCTBUTE/IbHOCTU K aHTUOUOTUKam* o




13.22

MNoces mMaTepunana Ha aHaapo6Hb|e 6aKTepMM conpegeneHnem

6 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™ 2-7pA. 700
13.22 | MNoces maTepurana Ha rpmbbl poga Candida c onpegeneHnem 4yBcTBUTENbHOCTH 3.6 700
7 K aHTUMWKOTUYECKUM NpenapaTam® P-A
13.22 | MNoces maTtepurana Ha Neisseria gonorrhoeae (roHOKOKK) ¢ onpeaeneHnem
2-5p.A4. 700
8 YYBCTBUTENbHOCTU K aHTUBUOTUKaM™®
13.22 | MNoces maTtepurana Ha Neisseria meningitidis c onpegeneHnem
" 2-5p.A. 700
9 YYBCTBUTENbHOCTU K aHTUBMOTUKAM
JononHutenbHble 6aKTepnonormyeckue uccneaoBaHua
13.23
0 BakTepuocKkonumueckoe nccaefoBaHNe oKpalleHHOro masKa (no Mpamy) 1-2 p.4. 490
13.23 | JononHuTenbHas aHTMBMOTUKOrpPamMMa: YyBCTBUTEIbHOCTb MUKPOOPraHN3MOB 1-3 1050
1 K pacluMpeHHOMY CNeKTPY aHTMBUMOTMKOB P-A
13.23 | JononHuTenbHas aHTMBMOTUKOrpPamMMa: YyBCTBUTEIbHOCTb MUKPOOPraHN3MOB 1-3 650
2 K CNEKTPY aHTMOMOTMKOB NO MHAMBUAYANIbHOMY 3aKasy P-A
13_;)23 JononHutenbHas aHTUBMOTUKOrpamma: YyBCTBUTEbHOCTL ESBL-LUTaMMoOB 1-3p.a. 970
13.23 | OnpeaeneHue YyBCTBUTEIbHOCTU K BaKTepuodaram BblaeIeHHOro
1-3p.a. 550
4 MWKPOOpPraHn3ma
13.23
5 NpeHTUduKaLma BblaeNeHHOro MUKPOOPraHn3ma (aspobbl, aHaspobbl, rpmbbl) 1-3p.a. 500
13.23
6 CTaHaapTHan aHTMOMOTUMKOrPaMma BblAENEHHOTO MUKPOOPraHN3mMa 1-3p.a. 500
13.23 | OnpegeneHune YyBCTBUTENbLHOCTM K aHTUMMKOTUYECKMM NpenapaTtam
. 2-4p.4. 1550
7 BblAENEHHOW KyNbTypbl rpnboB
NuUP-ANATHOCTUKA UHDEKLUIA
CucremHble BUPYCHble MHPEKLU
14.1 | BoinaBneHue PHK Bupyca renatuta A (HAV) 1-2p.4 1250
14.2 | BoiasneHue AHK Bupyca renatmta B (HBV) 1-2p.4 575
14.3 KonunuectseHHoe onpeaenerne OHK supyca renatuta B (HBV) 1-2 p.g 1300
14.4 KonunyectseHHoe onpep,ueneHme [OHK Bupyca renatuta B (HBV) 23pn 1800
(ynbTpavyBCTBUTENBHbIN)
14.5 leHoTMNMpoBaHMe BUpyca renatuta B (HBV) 4-5p.a 1500
14.6 | BbiasneHue PHK Bupyca renatuta C (HCV) 1-2p.4 650
14.7 KonunuectseHHoe onpeaenerne PHK Bupyca renatuta C (HCV) 1-2 p.g 2 300
14.8 KonnyectseHHoe onpep,ueneHme PHK Bupyca renatuta C (HCV) 12pa 1950
(ynbTpavyBCTBUTENBHbIN)
14.9 | TeHoTMnupoBaHue Bupyca renatuta C (HCV) (reHotunsl 13, 1b, 2, 3, 4) 2-3p.4 1700
14.10 | l'eHoTMnupoBaHue Bupyca renatuta C (HCV) (reHotunel 1a, 1b, 2, 3) 1-2p.4 1450
14.11 | BbisasneHue PHK Bupyca renatuta D (HDV) 1-2p.4 770
14.12 | BoinaBneHue PHK Bupyca renatuta G (HGV) 4-5p.g 770
14.13 | BoiasneHue AHK Bupyca renatuta TT (TTV) 4-5p.g 770
14.14 | BoiasneHue AHK Bupyca npoctoro repneca 1, 2 Tuna (Herpes simplex virus) 1-2 p.g 450
14.15 | BoiasneHue [HK Bupyca npoctoro repneca 1, 2 Tmna (Herpes simplex virus) 1-2 p.g 400
14.16 | BoiasneHune [HK Bupyca npoctoro repneca 1, 2 Tmna (Herpes simplex virus) 1-2 p.g 400
14.17 | BoiasneHue AHK Bupyca npoctoro repneca 1, 2 Tmuna (Herpes simplex virus) 1-2 p.g 400
14.18 | BoiasneHune [HK Bupyca npoctoro repneca 1, 2 Tuna (Herpes simplex virus) 1-2 p.g 400
14.19 | BoiasneHue AHK Bupyca npoctoro repneca 1, 2 Tmna (Herpes simplex virus) 1-2 p.g 400
14.20 | BoiasneHune AHK Bupyca npoctoro repneca 1, 2 Tmuna (Herpes simplex virus) 1-2 p.g 400
14.21 | BoiasneHue [HK Bupyca npoctoro repneca 1, 2 Tmuna (Herpes simplex virus) 1-2 p.g 400
14.22 | Boiasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.23 | Boiasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400




14.24 | Boissnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.25 | Bbiasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.26 | Boisasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.27 | Boisasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.28 | Boiasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.29 | Bbiasnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.30 | Bbissnenue AHK untomeranosmpyca (CMV) 1-2 p.g 400
14.31 | BoiasneHue AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.32 | BoiasneHune AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.33 | BoiasneHune AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.34 | BoiasneHue AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.35 | BoiasneHue AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.36 | BoiasneHune AHK Bupyca dnwreliH-bapp (EBV) 1-2p.4 400
14.37 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.38 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.39 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.40 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.41 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.42 | BoiasneHue AHK Bupyca Bapuuenna-3octep (VZV) 1-2 p.g 400
14.43 | Boinsnenue AHK supyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.44 | BoiasneHue [HK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.45 | BoiasneHue AHK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.46 | BoiasneHue [HK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.47 | BoiasneHue [HK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.48 | BoiasneHue [HK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.49 | BoiasneHue [HK Bupyca repneca 6 Tuna (HHV 6) 1-2 p.g 400
14.50 | BoiasneHue [HK Bupyca repneca 8 Tuna (HHV 8) 1-2 p.g 400
14.51 | BoiasneHue [HK Bupyca repneca 8 Tuna (HHV 8) 1-2 p.g 400
14.52 | BoiasneHue [HK Bupyca repneca 8 Tuna (HHV 8) 1-2 p.g 400
14.53 | BoisasneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.54 | BoissneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.55 | BbisasneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.56 | BbisasneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.57 | BoisasneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.58 | BbisasneHue PHK Bupyca kpacHyxu (Rubella virus) 4-5p.g 600
14.59 | BoiasneHue AHK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.60 | BoiasneHue AHK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.61 | BoiasneHue AHK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.62 | BoiasneHue AHK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.63 | BoiasneHue [HK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.64 | BoiasneHue AHK napsosupyca (Parvovirus B19) 1-2 p.g 600
14.65 | BbiasneHue PHK sHTeposupycos (Enterovirus spp.) 2-3p.4 1000
14.66 | BbiasneHue PHK sHTeposupycos (Enterovirus spp.) 2-3p.4 1000
MNanunnomasupycHaa uHoeKuma
14.67 | BoiasneHue [HK Bupyca nanuniombl yesnoseka tuna 16 (HPV 16) 1-2 p.g 330
14.68 | BbiasneHue [HK Bupyca nanmMniombl Yesnoseka Tuna 18 (HPV 18) 1-2 p.g 350




14.69

BbisisneHme JHK Bmpyca nanuanombl yenoseka tmna 16 /18 (HPV 16/18)
BbICOKOOHKOTE€HHbIN PUCK

2p.A.

925

14.70

CKpuHMHT HPV (4 Tna + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18
*KBM - KoHTponb B3aTMA MaTepuana

1-2 p.4.

895

14.71

CKpuHUHT HPV, pacwmpeHHbIii (15 Tnos, pesyabtaT UHAMBMAYaNbHO/Ha
rpynny, + KBM*) HPV 6,11/ HPV 16, 31, 33, 35, 52, 58/ HPV 18, 39, 45, 59/ HPV
51/ HPV 56/ HPV 68

*KBM - KoHTponb B3aTMA MaTepuana

1-2 p.4.

1500

14.72

TunuposaHue HPV (21 tun + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18/ HPV 31/
HPV 33/ HPV 35/ HPV 39/ HPV 45/ HPV 52/ HPV 58/ HPV 59/ HPV 26/ HPV 51/
HPV 53/ HPV 56/ HPV 66/ HPV 68/ HPV 73/ HPV 82/ HPV 44

*KBM - KoHTponb B3ATMA MaTepuana

1-2 p.4.

2 200

MHdeKkuumn pecnupaTopHoro TpakTa (npodpunb)

14.73

PecnupaTtopHbIit npodunb - BUPYCHblE U baKTepuanbHble BO3byauTenu
MHObEKLMI AblXxaTeNbHbIX NyTel: BMpyc rpunna A, supyc rpynna B, supyc HIN1,
BMpYycCbl naparpunna (1, 2, 3, 4 TMnoB), KopoHasupycbl (0C43, 229F, HKU1,
NL63), 6oKaBupyc, afleHOBUPYC, PUHOBUPYC, PECNUPATOPHO-CUHTULMANbHbIN
BMPYC, MeTanHeBMoBUpYC, Streptococcus pneumoniae, Mycoplasma
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza (cocko6 13
POTOrNOTKM)

4265

14.74

PecnupaTtopHbIit npodunb - BUPYCHble U baKTepuanbHble BO3byauTenu
MHObEKLMI AblXxaTeNbHbIX NyTel: BMpyc rpunna A, Bupyc rpynna B, supyc HIN1,
BMpYycCbl naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1,
NL63), 6oKaBupyc, afleHOBUPYC, PUHOBUPYC, PECNUPATOPHO-CUHTULIMANbHbIN
BMPYC, MeTanHEBMOBUPYC; Streptococcus pneumoniae, Mycoplasma
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza (mokpoTa)

1-2 p.4.

4680

14.75

PecnupaTtopHbIi npodunb - BUPYCHblE M BaKTepuaibHble BO36yanTENN
MHObEKLMI AblXxaTeNbHbIX NyTel: BMpyc rpunna A, supyc rpunna B, supyc HIN1,
BMpYycCbl naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1,
NL63), 6oKkaBuMpyc, aAEHOBMPYC, PUHOBMPYC, PECNNPATOPHO-CUHTULMANBHBIN
BMPYC, MeTanHeBMOBMPYC; Streptococcus pneumoniae, Mycoplasma
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza (BeHo3Has KpoBb)

1-2 p.4.

4950

BupycHble MH}EKUMM pecnupaTopHOro TpaKTa

14.76

OPBW-komnneKc (BMpyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDIV BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670

14.77

OPBW-komnneKc (Bupyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TMnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDIV BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670

14.78

OPBW-komnneKc (BMpyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDIV BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670

14.79

OPBW-komnneKc (BMpyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TMnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDBIV BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670

14.80

OPBW-komnneKc (BMpyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TMnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDIV BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670

14.81

OPBW-komnneKc (BMpyc rpunna A, supyc rpunna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43, 229F, HKU1, NL63),
H60oKaBMpyc, aAeHOBUPYC, PUHOBUPYC, PECIUPATOPHO-CUHTULLMANBHDBIN BUPYC,
MeTanHeBMoBUpYC)

1-2 p.4.

3670




OPBW-komnneKc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, Bupycobl
naparpunna (1, 2, 3, 4 TMnoB), KopoHasupycbl (0C43, 229F, HKU1, NL63),

14.82 N 1-2p.4 3670
6oKaBUpYc, afeHOBUPYC, PUHOBUPYC, PECNMPATOPHO-CUHTULMANBHBIN BUPYC,
MeTanHeBMOBMpPYC)
OPBW-komnneKc (BMpyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
14.83 naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1, NLE‘;3), 1-2p.4 3670
b6oKaBUpYyc, afeHOBUPYC, PUHOBUPYC, PECNMPATOPHO-CUHTULMANBHBIN BUPYC,
MeTanHeBMOBMpPYC)
OPBW-komnneKc (Bupyc rpunna A, supyc rpmnna B, supyc HIN1, Bupycobl
14.84 naparpunna (1, 2, 3, 4 TnoB), KopoHasupycbl (0C43, 229F, HKU1, NLS‘;3), 1-2p.4 3670
60oKaBUpYcC, afeHOBUPYC, PUHOBUPYC, PECIMPATOPHO-CUHTULMANBHBIN BUPYC,
MeTanHeBMOBMpPYC)
14.85 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
14.86 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
14.87 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
14.88 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
14.89 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
14.90 | BoiasneHue PHK Bupycos rpunna (supyc rpunna A, Bupyc rpunna B) 1-2 p.g 2235
BakTepuanbHblie MHPEKLUM pecnMpPaTOPHOro TpakTa
Bo3byantenu 6akTepuanbHblx MHPEKLMI AbIXaTeNbHbIX NyTeN
14.91 | (amarHocTnyeckuit npodunb): Streptococcus pneumoniae, Mycoplasma 1-2 p.g 2450
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza
Bo3byantenu 6akTepuanbHblx MHPEKLMI AbIXaTeNbHbIX NyTEN
14.92 | (amarHocTnyeckuit npodunb): Streptococcus pneumoniae, Mycoplasma 1-2 p.4. 2450
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza
Bo3byantenu 6akTepuanbHblx MHPEKLMI AbIXaTeNbHbIX NyTEN
14.93 | (amarHocTnyeckuit npodunb): Streptococcus pneumoniae, Mycoplasma 1-2 p.4. 2450
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza
Bo3byantenu 6akTepuanbHblx MHPEKLMI AbIXaTeNbHbIX NyTEN
14.94 | (amarHocTnyeckuit npodunb): Streptococcus pneumoniae, Mycoplasma 1-2 p.4. 2450
pneumoniae, Chlamydia pneumoniae, Haemophilus influenza
14.95 | BoiasneHue [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 480
14.96 | BoiasneHue [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 625
14.97 | BoiasneHune [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 625
14.98 | BoiasneHue [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 625
14.99 | BoiasneHue [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 625
14(')10 BoiasneHune [HK Streptococcus pneumoniae (MHEBMOKOKK) 1-2 p.4. 625
14.10 | BoiasneHue [HK Streptococcus pyogenes (reMmonTUYECKUIA CTPENTOKOKK
1-2 p.4. 625
1 rpynnbl A)
14.10 | BoiasneHue [HK Streptococcus pyogenes (reMmosUTUYECKUIA CTPENTOKOKK
1-2 p.4. 625
2 rpynnbl A)
14.10 | BoiasneHue [HK Streptococcus pyogenes (reMmonTUYECKUIA CTPENTOKOKK
1-2 p.4. 625
3 rpynnbl A)
14.10 | BoiasneHue [HK Streptococcus pyogenes (reMmonTUYECKUIA CTPENTOKOKK
1-2 p.4. 550
4 rpynnbl A)
14.10 | BoiasneHue [HK Streptococcus pyogenes (reMmonTUYECKUiA CTPENTOKOKK
1-2 p.4. 550
5 rpynnbl A)
14.10 | BoiasneHue [HK Streptococcus agalactiae (reMoAnTUUECKNIA CTPENTOKOKK
1-2 p.g 600
6 rpynnbl B)
14.10 | BoiasneHue [HK Streptococcus agalactiae (remonnTUYECKUI CTPENTOKOKK
1-2 p.g 600
7 rpynnbl B)
14.10 | BoiasneHue [HK Streptococcus agalactiae (remMonnTUUYECKUI CTPENTOKOKK
1-2 p.g 600
8 rpynnbl B)




14.10 | BoiasneHue [HK Streptococcus agalactiae (remonnTUYECKUI CTPENTOKOKK
1-2 p.4. 600
9 rpynnbl B)
14.11 | BoiasneHue [HK Streptococcus agalactiae (remonnTUYECKUI CTPENTOKOKK
1-2 p.4. 836
0 rpynnsl B)
14.11 . .
1 BoissneHune JHK Chlamydia pneumoniae 1-2 p.a. 550
14.11 . .
5 Boissnenune JHK Chlamydia pneumoniae 1-2 p.a. 550
14.11 . .
3 Boissnenune JHK Chlamydia pneumoniae 1-2 p.a. 550
14.11 . .
4 Boissnenune JHK Chlamydia pneumoniae 1-2 p.a. 550
14.11 . .
5 Boissnenune JHK Chlamydia pneumoniae 1-2 p.a. 500
14.11 . .
6 BoissneHune JHK Chlamydia pneumoniae 1-2 p.4. 500
14.11 . .
- Boissnenune JHK Chlamydia pneumoniae 1-2 p.a. 500
14.11 .
3 BoissneHune JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.11 .
9 BoissneHne JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.12 .
0 BoissneHne JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.12 .
1 BoissneHune JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.12 .
) BoissneHune JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.12 .
3 BoissneHune JHK Mycoplasma pneumoniae 1-2 p.4. 550
14.12 I
4 BoissneHune JHK Haemophilus influenza 1-2 p.a. 550
14.12 S
5 BoissneHune JHK Haemophilus influenza 1-2 p.a. 500
14.12 I
6 BoissneHune JHK Haemophilus influenza 1-2 p.a. 500
14.12 S
7 BoissneHune JHK Haemophilus influenza 1-2 p.a. 500
14.12 S
3 BoissneHune JHK Haemophilus influenza 1-2 p.a. 584
14.12 | BoiasneHue [HK komnaekca mukobakTepuii Tybepkynesa (M. tuberculosis - M.
. 1-2 p.a. 670
9 bovis complex)
14.13 | BoiasneHue [HK komnaekca mnkobakTepumin Tybepkynesa (M. tuberculosis - M.
. 1-2 p.a. 670
0 bovis complex)
14.13 .
1 BoissneHune JHK Bo3byantens kokntowa (Bordetella pertussis) 1-2 p.a. 670
14.13 .
5 BoissneHune JHK Bo3byanTtens kokntowa (Bordetella pertussis) 1-2 p.a. 670
14.13 .
3 BoissneHune JHK Bo3byanTtens kokntowa (Bordetella pertussis) 1-2 p.a. 768
FpubkoBbIe UHPEKLMN pecnUPaTopHOro TpakTa
14413 Bbiasnenune AHK Candida albicans 1-2 p.a. 350
145;13 Bbiasnenune AHK Candida albicans 1-2 p.a. 350
14('513 Bbiasnenune AHK Candida albicans 1-2 p.a. 350




14.13

- Bbiasnenune AHK Candida albicans 1-2 p.a. 350
14.13 | BoiasneHue [HK Bo3byautenei KaHanaosa ¢ TMNMpOBaHMEM A0 BUAA 1 375

8 (C.albicans / C.glabrata / C.krusei) P-A.
14.13 | BoiasneHue [HK Bo3byautenei KaHanaosa ¢ TMNMPOBaHMEM A0 BUAA 1-2 375

9 (C.albicans / C.glabrata / C.krusei) P-A.
14.14 | BoiasneHue [HK Bo3byautenei KaHgnaosa c TMNMPOBaHMEM A0 BUAA 1-2 375

0 (C.albicans / C.glabrata / C.krusei) P-A
14.14 | BoiasneHue [HK Bo3byautenei KaHgnao3a ¢ TMNMPOBaHMEM 40 BUAA 1 375

1 (C.albicans / C.glabrata / C.krusei) P-A

UHPeKummn nepepgatowmecs noNoBbIM NyTem

14;4 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 . .

3 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 . .

4 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 . .

5 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 . .

6 BoissneHune JHK Chlamydia trachomatis 1-2 p.a. 300
14.14 . .

7 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 ; ;

3 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.14 ; ;

9 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.15 . .

0 BbiasneHune AHK Chlamydia trachomatis 1-2 p.a. 300
14.15 | BoiasneHue AHK Mycoplasma hominis- onpeaeneHme KAMHUYECKU 3HAYMMBbIX ) 550

1 KOHUEHTpaLuit P-A.
14.15 .

5 BoissneHune JHK Mycoplasma hominis 1-2 p.a. 300
14.15 .

3 BoissneHune JHK Mycoplasma hominis 1-2 p.a. 300
14.15 .

4 BoissneHune JHK Mycoplasma hominis 1-2p.4 300
14.15 .

5 BoissneHune JHK Mycoplasma hominis 1-2p.4 300
14.15 o

6 BoissneHune JHK Mycoplasma genitalium 1-2 p.4. 300
14.15 o

7 BoissneHune JHK Mycoplasma genitalium 1-2 p.4. 300
14.15 o

3 BoissneHune JHK Mycoplasma genitalium 1-2 p.4. 300
14.15 .

9 BoisasneHune AHK Ureaplasma parvum/Ureaplasma urealitycum (T960) 2 p.A. 300
14.16 .

0 BbisasneHune AHK Ureaplasma parvum/Ureaplasma urealitycum (T960) 2 p.A. 300
14.16 .

1 BbisasneHune AHK Ureaplasma parvum/Ureaplasma urealitycum (T960) 2 p.A. 300
14.16 .

5 BoissneHune JHK Ureaplasma urealitycum (T960) 1-2 p.a. 300
14.16 .

3 BoissneHune JHK Ureaplasma urealitycum (T960) 1-2 p.a. 300
14.16 .

BoissneHune JHK Ureaplasma urealitycum (T960) 1-2 p.a. 300




14.16

5 BoissneHune HK Ureaplasma parvum 1-2 p.4. 300
14.16

6 BoissneHune HK Ureaplasma parvum 1-2 p.4. 300
14.16

- BoissneHune HK Ureaplasma parvum 1-2 p.4. 300
14.16 | BoiasneHune [HK Ureaplasma species - onpeaeneHue KAMHUYECKN 3HAYMMBbIX 3 300

8 KOHUEHTpaLuit P-A.

14.16 . .

9 BoissneHune JHK Neisseria gonorrhoeae 1-2 p.4. 300
14.17 . .

0 BoissneHune JHK Neisseria gonorrhoeae 1-2 p.4. 300
14.17 . .

1 BoiseneHune JHK Neisseria gonorrhoeae 1-2 p.4. 300
14.17 . .

) BoissneHune JHK Neisseria gonorrhoeae 1-2 p.4. 300
14.17 . .

3 BoissneHune JHK Neisseria gonorrhoeae 1-2 p.g 300
14.17 . .

4 BoissneHune JHK Neisseria gonorrhoeae 1-2 p.g 300
14.17 . .

5 BoissneHune JHK Neisseria gonorrhoeae 1-2 p.g 300
14.17 -

6 Boissnenune JHK Gardnerella vaginalis 1-2p.4 300
14.17 -

7 Boissnenune JHK Gardnerella vaginalis 1-2p.4 300
14.17 -

3 Boissnenune JHK Gardnerella vaginalis 1-2 p.a. 300
14.17 | BoiasneHue [HK Streptococcus agalactiae (remonnTUYECKUI CTPENTOKOKK

1-2 p.4. 700

9 rpynnsl B)

14.18 | BoiasneHue [HK Streptococcus agalactiae (reMonnTUUYECKUI CTPENTOKOKK
1-2 p.4. 700
0 rpynnbl B)
14.18 | BoiasneHue [HK Streptococcus agalactiae (remonnTUUYECKUI CTPENTOKOKK
1-2 p.4. 700
1 rpynnsl B)
14.18 . .

5 Bbiasnenune AHK Candida albicans 1-2 p.a. 300
14_;)18 BbiasneHune AHK Candida albicans 1-2 p.a. 300
14418 BbiasneHune AHK Candida albicans 1-2 p.a. 300
14.18 . s

5 Boissnenune JHK Trichomonas vaginalis 1-2 p.4. 300
14.18 . s

6 BoissneHune JHK Trichomonas vaginalis 1-2 p.4. 300
14.18 . s

- BoissneHune JHK Trichomonas vaginalis 1-2 p.4. 300
14.18 . s

3 BoissneHune JHK Trichomonas vaginalis 1-2 p.4. 300
14.18 . s

9 BoissneHune JHK Trichomonas vaginalis 1-2 p.4. 300
14.19 . s

0 BoissneHune JHK Trichomonas vaginalis 1-2 p.4. 300

KonunuecrseHHan ANarHoCTuKa
14i19 Ypeannasma, AHK U.urealyticum/U.parvum, TunnuposaHue, KoA. 3-4p.4 436
14.19 .
Xnamuaus, AHK C.trachomatis, kon. 3-4p.4 436




14.19

3 Mwukonnasma, AHK M.genitalium, kon. 3-4 p.a. 436
14419 Mwukonnasma, AIHK M.hominis, Kon. 3-4 p.a. 436
145;19 FapaHepenna, AHK G.vaginalis, kon. 3-4 p.a. 436
14.19 -

6 TpuxomoHaga, AHK T.vaginalis, kon. 3-4 p.a. 436
14.19 o

7 Heliccepus, AHK N.gonorrhoeae, Kon. 3-4 p.a. 436
14.19

3 Kananpga, AHK C.albicans, kon. 3-4p.a. 436
149')19 Ypeannasma, JHK U.parvum, Kon. 3-4 p.a. 436
14(')20 Ypeannasma, AHK U.urealiticum, kon. 3-4 p.a. 436
14.20 . .

1 Atonobuym, IHK Atopobium vaginae, Kon. 3-4p.4 570
14.20

) Bupyc npoctoro repneca 1/2 Tuna, AHK HSV 1/2, kon. 3-4p.4 570
14.20

3 Bupyc npocroro repneca 1/2 Tuna, AHK HSV 1/2, kon. 3-4p.4 570
14.20

4 Bupyc npoctoro repneca 1/2 Tuna, AHK HSV 1/2, kon. 3-4p.4 570
14.20 o

5 Bupyc dnwTrenHa-bapp, AHK EBV, kon. 3-4p.4 570
14.20 o

6 Bupyc dnwTtenHa-bapp, AHK EBV, kon. 3-4 p.a. 570
14.20 o

7 Bupyc dnwrenHa-bapp, AHK EBV, Kon. (uenbHas kposb,dTA) 3-4 p.a. 570
14.20

3 LUutomeranosupyc, AHK CMV, Kon. (uenbHas kposb,2TA) 3-4 p.a. 570

[OmarHocTtuka cupunuca
149')20 O6HapykeHune OHK Bo3byautens cudunuca (Treponema pallidum) 1-2 p.a. 435
14.21 .

0 O6HapykeHune OHK Bo3byautens cudunuca (Treponema pallidum) 1-2 p.a. 435
14.21 .

1 O6HapykeHune OHK Bo3byautens cudunuca (Treponema pallidum) 1-2 p.a. 435
14.21 .

5 O6HapykeHune OHK Bo3byautens cudunuca (Treponema pallidum) 1-2 p.a. 435

BuoueHo3 Mmo4YenonoBOro TPpaKTa
14.21 | ®emodnop-4: (Lactobacillum spp., Gardnerella vaginalis, Prevotella bivia,
. 4p.0. 1815

3 Porhyromonas spp., Candida spp., O6Lan 6akTepmnanbHas macca)

demodnop(ckpuH): Obwan bakTepmanbHas macca/ Lactobacillus spp./
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp./ Mycoplasma
hominis/ Ureaplasma spp./ Candida spp./ Chlamidia trachomatis/ Trichomonas
14.21 . L o .
4 vaginalis/ Neisseria gonorrhoeae/ Mycoplasma genitalium/ Cytomegalovirus 4 p.A4. 2100
(CMV)/ Herpes Simplex Virus Type 1(HSV-1)/ Herpes Simplex Virus Type 2 (HSV-
2)
*KBM - KoHTponb B3aTMA MaTepuana
demodnop-8: Obuwan bakTepmanbHasa macca/ Lactobacillus spp./
14.21 | Enterobacterium spp./ Streptococcus spp./ Gardnerella vaginalis + Prevotella
. . - 4p.4. 2 435
5 bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma genitalium/

Mycoplasma hominis/ Candida spp. ¥*KBM - KoHTpoAb B3aTMA maTepuana




14.21

demodnop-16: O6wan 6aktepuanbHan macca/ Lactobacillus spp./
Enterobacterium spp./ Streptococcus spp./ Staphylococcus spp./ Gardnerella
vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Sneathia
spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. + Veillonella

spp. + Dialister spp./ Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp.

+ Corinebacterium spp./ Peptostreptococcus spp./ Atopobium vaginae/
Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./ Candida spp.
*KBM - KoHTponb B3aTMA MaTepuana

4p.4.

3100

14.21

Anapodnop (ckpuH): FeHomHasa OHK yenoseka / Obwan 6aktepuanbHan macca
/ Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma urealyticum /
Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas
vaginalis / Neisseria gonorrhoeae / Chlamydia trachomatis *KBM - KoHTponb
B3ATWUA MaTepuana

4p.4.

3150

14.21

Anapodnop: leHomHas AHK yenoseka / Obwan 6aktepuanbHan macca /
Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster /
Megasphaera spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia
spp.+Fusobacterium spp / Ureaplasma urealyticum / Ureaplasma parvum /
Mycoplasma hominis / Bacteroides spp.+Porphyromonas spp.+Prevotella spp. /
Anaerococcus spp. / Peptostreptococcus spp.+Parvimonas spp., Eubacterium
spp. / Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. /
Heamophilus spp / Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /
Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae /
Chlamydia trachomatis *KBM - KoHTponb B3aTMA MaTepuana

4p.4.

3150

14.21

Anapodnop (ckpuH): FeHomHasa OHK yenoseka / O6wan 6aktepuanbHan macca
/ Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma urealyticum /
Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas
vaginalis / Neisseria gonorrhoeae / Chlamydia trachomatis *KBM - KoHTponb
B3ATWUA MaTepuana

4p.4.

1700

14.22

Anapodnop: leHomHas HK yenoseka / Obuwan 6aktepnanbHaa macca /
Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster /
Megasphaera spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia
spp.+Fusobacterium spp / Ureaplasma urealyticum / Ureaplasma parvum /
Mycoplasma hominis / Bacteroides spp.+Porphyromonas spp.+Prevotella spp. /
Anaerococcus spp. / Peptostreptococcus spp.+Parvimonas spp., Eubacterium
spp. / Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. /
Heamophilus spp / Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /
Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae /
Chlamydia trachomatis *KBM - KoHTponb B3aTMA MaTepuana

4p.4.

3150

KomnnekcHble uccneaosaHua sosbyautrenein UMMM

14.32

MaToreHsbl-6 (6 naToreHos): Chlamidia trachomatis, Mycoplasma hominis,
Mycoplasma genitalium, Ureaplasma urealitycum,Ureaplasma parvum,
Neisseria gonorrhoeae, Trichomonas vaginalis

4p.4.

850

14.32

MaToreHbl-10 (10 natoreHos): LuTomeranosumpyc, Bupyc npoctoro repneca
(HSV) Tvn 1, 2, Bupyc nanuanomsbl Yenoseka (HPV) Tun 16, Bupyc nanmnnomel
yenoseka (HPV) Tun 18, Chlamidia trachomatis, Mycoplasma hominis,
Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum,
Neisseria gonorrhoeae, Trichomonas vaginalis

4p.4.

1815

14.32

MaToreHbl-12 (12 natoreHos): LuTomeranosumpyc, Bupyc npoctoro repneca
(HSV) Tvn 1, 2, Bupyc nanuanomsbl Yenoseka (HPV) Tun 16, Bupyc nanmnnomel
yenoseka (HPV) Tun 18, Chlamidia trachomatis, Mycoplasma hominis,
Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum,
Neisseria gonorrhoeae, Trichomonas vaginalis, Gardnerella vaginalis, Candida
albicans

4p.4.

2 300




Mpoune nHdpeKkuum

14.32

4 BoissneHune JHK Helicobacter pylori Komnnekc (vacA, cagA) 1-2 p.a. 800
14.32 . .

5 BoissneHune JHK Helicobacter pylori Komnnekc (vacA, cagA) 1-2 p.a. 800
14.32 "

6 BoissneHune JHK Toxoplasma gondii 1-2 p.a. 350
14.32 "

. BoissneHune JHK Toxoplasma gondii 1-2 p.a. 350
14.32 .

3 BoissneHune JHK Toxoplasma gondii 1-2 p.a. 350
149')32 Bbiasnenune AHK Candida albicans 1-2 p.a. 350
14.33 S .

0 BbiasneHune [HK Listeria monocitogenes 1-2 p.4. 370
14.33 S .

1 BbiasneHune [HK Listeria monocitogenes 1-2 p.g 350
14.33 S .

) BbiasneHune [HK Listeria monocitogenes 1-2 p.g 350
14.33 S .

3 BbiasneHune [HK Listeria monocitogenes 1-2 p.g 350
14.33 S .

4 BbiasneHune [HK Listeria monocitogenes 1-2 p.g 350
14.33 | Bo3bygutenb knewesbix MHekunit (AHK/PHK) - 4 Bo3byauTens: knewesom 3.4 5100

5 sHuedanuT, boppennos, aHana1asmos, IPANXMO03 (KnelLw) P-A
14.33 | Bo3bygutenb knewesbix MHekunit (AHK/PHK) - 4 Bo3byauTens: knewesom 9 1100

6 aHuedanuT, boppennos, aHanaasmos, IpANXmMo3 (KPoBb) P-A.

14.33

. Xenukobaktep nunopu, AHK H.pylori, Kau. 7 p.4. 500
14.33

3 CanbmoHenna, HK Salmonella spp., Kau. 7 p.A. 850
149')33 PoTasupyc, PHK Rotavirus A, C, Kau. 7 p.A. 700
14(')34 dHTeposupyc, PHK Enterovirus, Kay. 7 p.A. 650
14.34 .

1 Hoposupyc, PHK Norovirus 1 n 2 Tnnos, ka4 7 p.A. 750

OBLLEKTMHUYECKUE UCCNEQOBAHUA
O6weKknnHnyeckue (MMKpocKonmMyeckme) uccnegosaHms
MOKpPOTbI, 6MoN0rMuecKmnx XmngKkocren (nMksopa u gp.), maskos
CO CIN3UCTDLIX U Ap.

15.1 Ob6LeKNMHMYeCcKoe nccnenoBaHMe MOKPOTbI 4p.4. 470
15.2 AHann3 MOKpOTbl Ha MUKobBaKTepun Tybepkynesa 4p.4. 470
15.3 Ob6LWeKNMHUYECcKoe nccaeLoBaHNe CyCTaBHOM KUAKOCTU 4p.4 800
15.4 WccnepoBaHue cycTaBHOM KUAKOCTU HA MUKOBaKTepun TybepKynésa 4p.4 770
15.5 Kpuctannbl moHoypaTta HaTpuA U nupodocdaTos B CYCTaBHOM KUAKOCTH 4p.4 860
15.6 NccnepoBaHMe masKa cCo CANM3UCTOM 060104KM HOCa (pUHOLMTOrpamma) 1-2 p.g 220
15.7 NccnepoBaHMe MasKa C KOHbHOKTUBbI 1/1a3a (KNeTOYHbI cocTaB - 303MHOGUIbI) 1-2 p.g 300
15.8 O6u.|,e+<nMHr1quKoe uccnefoBaHMe MaTepuasa Mo4YenosIoBbIX OPraHoB 12pa 440

(KneTouHbIM cocTas, MUKpodopa)
15.9 Ob6LweKNMHMYECKoe NccaeL0BaHNE CEKpeTa NPeacTaTeNbHOM Kenesbl 1-2 p.g 400

MuKpocKonuuyeckoe uccnegoBaHue Ha MUMKO3bl U AeMOAEKC

15.10 | UccnepoBaHMe HOMTEBbIX MAACTUH Ha rpUbbI 2-3p.4a 520
15.11 | UccnepoBaHMe cockobOB KOXKM Ha rpubbl 2-3p.4a 520




15.12 | UccnepoBaHMe BOIOC HA rpmbbl 2-3p.4 520
15.13 | UccnepoBaHMe COCKOBOB KOXM Ha AeMoaeKc 2-3p.4 520
15.14 | UccnepoBaHme cOCKOBOB BOMOCAHBIX IYKOBUL, / PECHUL, Ha AeMOAeKC 2-3p.4 520
BUOXUMMWYECKUE UCCNEAOBAHUA BUONOMMYECKUX *HUAKOCTEN
JKccypaTtbl/TpaHccyaaTbl/NyHKTaTbI
16.1 BenoK B 6MONOrMYECKMX KNOKOCTAX 4p.4. 280
16.2 ANbBbYyMUH B BUONOTMYECKUX }KUOKOCTAX 4p.4. 280
16.3 [NoKo3a B BUONOTMUYECKUX HKUAKOCTAX 4p.4. 280
16.4 | N4l (naktatgerngporeHasa) B 6ONOrMUYECKUX KUOKOCTAX 4p.4. 280
MCCNEAOBAHUA CNEPMbI
16.5 Cnepmorpamma ¢ mopdonorueit no Kptorepy 1-2 p.g 1300
UCCNEAOBAHUA KANNA
16.6 | O6wwit aHanM3 Kana (Konporpamma) 1-2p.4 430
16.7 AHann3 Kana Ha CKpbITyo Kposub: nccnefoBaHMe Ha remorfiobuH u . 1-2p.4 640
remornobuH/rantornobuHosbiit Komnaekc (Hb+Hb/Hp 8 kane, Colon View)
16.8 | AHanu3 Kana Ha CKPbITYIO KPOBb 1-2 p.g 450
16.9 KanbnpoTeKkTuH B Kane 1-3p.Aa 2200
16.10 | NaHKpeaTuyeckas anactasa B Kane 8-9p.4a 1900
16.11 | Yrnesoapl B Kane 1-2 p.g 550
16.12 | AKTMBHOCTb anbda-1-aHTUTPUNCUHA B Kane 6-7 p.4 1 500
16.13 | AKTMBHOCTb XMMOTPUMNCUHA B Kane 4-5p.8 1300
16.14 | BUOXMMMUYECKUI aHANM3 Kana - MapKEpPbl ANCOaKTEPMO3a KULLEYHUKA 6-7 p.A 2 600
16.15 rjgfsﬁgza:gsr:zlez:z)npOCTeﬁmme n ANLA renbMnHTOB cuctemoi MAPACEN 12pa 220
16.16 | UccnepoBaHMe Kana Ha NpocTeiilume 1 AiLa renbMMHTOB (MUKPOCKONUS) 1-2 p.g 370
16.17 | UccnepoBaHMe Ha 3HTepobmo3 (MUKpocKonus) 1-2p.4 300
16.18 | AHTWUreHbl NpocTenwnx (N1ambamnmn, améobbl, KPUNTOCNOPUAMM) B Kane 1-2p.4 2 000
16.19 | AHTureH nambnuii (Giardia lamblia) B kane 1-2p.4 900
16.20 | AHTUreHbl POTaBUPYCOB 1 AAEHOBUPYCOB B Kane 1-2 p.g 1200
Lo | e e 2o | sea |1
16.22 | TokcuHbl A u B Clostridium difficile (knoctpuanit) B kKane 1-2p.4 1500
UUTONOINMYECKUE UCCZTIEAOBAHUA
16.23 | Untonormnyeckoe uccnegoBaHme moum 5p.a. 350
16.24 | Uutonormnyeckoe nccnegoBaHnMe MoOKpoTbl 5p.a. 350
LiuTonormnyeckoe nccnefoBaHme BbINOTHbIX *KUAKOCTEN (acumTuyeckon,
16.25 | nneBpanbHOM, NepUKapLMaNbHOM, CUHOBMANbHOM), NMKBOPA, COLEPKMMOrO 5p.a. 350
KUCT
16.26 I:;;;n;;:qbe;z(;i uccnefoBaHMe MaTepuana, Noay4eHHOro NPU XMPYpPruyecknx 5p.a. 350
16.27 ;l:;;a;;rg:s}ctzsuﬁ;nep,oaaHMe 06pa3oBaHMI KOXM, COCKOBOB 1 OTMEYaTKOB 5p.a. 350
16.28 ;l:;;a:;rg:i,ctziuj;nep,oawMe 06pa3oBaHMI KOXKM, COCKOBOB M OTMEYaTKOB 5p.a. 350
16.29 ;l:;;a:;rg:i,ctziuj;nep,oawMe 06pa3oBaHMI KOXM, COCKOBOB 1 OTMEYaTKOB 5p.a. 350
16.30 tl:;fgﬁ;g:;;ﬁ?:g;:g:o,a:aa::;e COCKODOB M OTNEYaTKOB ONyxonel u 5p.a. 350
16.31 LiuTonormyeckoe nccnefoBaHme cOCKO60B M OTNEYATKOB OMyxonel u 5p.a. 350

onyxonesuaHbIx 06pasoBaHuit




16.32

LinTonornyeckoe nccnepoBaHve COCKOBOB M OTNEYATKOB OMyXosen 1
onyxonesuaHbIx 06pasoBaHuit

5p.a.

350

TMCTONOTMYECKUE UCCNEAOBAHUA

16.33

fucronornyeckoe nccnegosaHme 1 KaTeropmum CNoXHoCTn

8 p.4.

1300

16.34

fucronormyeckoe nccnegosaHme 2 KaTeropmum CnoXHoCTmn

8 p.4.

1300

16.35

fucronornyeckoe nccnegosaHme 3 KaTeropmum CNoXHoCTn

8 p.4.

1300

16.36

ucronormyeckoe nccnegosaHue 4 KaTeropmum CNoXHoCTn

8 p.4.

1300

16.37

fucronormyeckoe nccnegosaHme 5 KaTeropmum CNoXHoCTn

8 p.4.

1700

16.38

Mcronornyeckoe nccnegoBaHme 6uonTaTos OopraHos un TKaHel

8 p.4.

1300

16.39

FMcTonorMyeckoe nccneaoBaHmne NOAKOMKHOM KUPOBOM KNETYATKM, CIUIUCTbIX
obonouekK

8 p.4.

1600

16.40

Mcronornyeckoe nccnegoBaHme mMaTepurana, N0ONy4eHHOro npu
XNPYPrm4yeCKom emellatenbCcrse (opraH, 4acCTb OpraHa, d)paFMEHT TKaHM)

8 p.4.

2400

16.41

nepECMOTp FT’MCTONIOrNM4YeCKMnX npenapatos

8 p.4.

1500

ANNEPTONOIMM4YECKUE UCCNTEAOBAHUA

17.1

TpunTasa

2-3 p.Aa.

5000

17.2

KaTMOHHbIM NpoTENH 303MHOPUNOB

2-3 p.Aa.

2325

17.3

MmmyHonormnyeckuit Tect ImmunoHealth (111 npoaykToB annepreHos)

18 500

CKPUHUHIOBbIE MAHENIU ANNEPTEHOB (IgE cneunduueckue)

17.4

Anneproymn ImmunoCAP ISAC (112 anneprokoMnoHeHToB M3 51 UCTOYHMKa:
nGald 1, nGald 2, nGald 3, nGald 5, nBosd 4, nBosd 5, nBosd 8, nBosd
NaktodeppuH, rGadc 1, nPenm 2, nPenm 4, rAnao 2, rBere 1, nCora 9, rJugr 1,
nJugr 2, nSesi 1, rArah 1, rArah 2, rArah 3, nArah 6, nGlym 5, nGlym 6, nFage 2,
rTria 19, nTriaaA_Tl, nActd 1, nActd 5, nCynd 1, rPhip 1, rPhlp 2, rPhlp 4, rPhlp
5, rPhlp 6, rPhip 11, rBetv 1, nCryj 1, nCupa 1, rOlee 1, rOlee 9, rPlaa 1, nPlaa 2,
nAmba 1, nArtv 1, rChea 1, rParj 2, rPlal 1, nSalk 1, rCanf 1, rCanf 2, rCanf 5,
rEquc 1, rFeld 1, rFeld 4, nMusm 1, rAlta 1, rAlt a 6, rAsp f 1, rAspf 3, rAspf 6,
rClah 8, rBlot 5, nDerf 1, rDerf 2, nDerp 1, rDerp 2, rLepd 2, rBlag 1, rBlag 2,
rBlag 5, rApim 1, nApim 4, rPold 5, rVesv 5, rAnis 1, rHevb 1, rHevb 3, rHevb 5,
rHevb 6.01, nBosd 6, nCanf 3, nEquc 3, nFeld 2, rAnis 3, nBlag 7, rDerp 10,
nPenm 1, rArah 9, rCora 8, nJugr 3, rPrup 3, rTria 14, nArtv 3, nOlee 7, rPlaa 3,
rBetv 1, rAlng 1, rCora 1.0101, rCor a 1.0401, rMal d 1, rPrup 1, rGly m 4, rAra h
8, rAct d 8, rApi g 1, nActd 2, rBetv 2, rHevb 8, rMera 1, rPhlp 12, nMUXF3,
rBetv 4, rPhlp 7)

£0 15 p.4.

32000

17.5

dagmaton petckuii (Phadiatop Infant ImmunoCap) - CKpUHWHT: onpeaeneHne
cneumouryecknx IgE K Hanbonee pacnpPoOCTPaHEHHbIM afnepreHam, 3Ha4YMMbIM
onAa peten go 5 ner

2 600

17.6

dagmaton MHranauMoHHbIN (Phadiatop ImmunoCap) — CKPUHWHT: onpegeneHne
cneundmryeckmx IgE K OCHOBHbIM MHTANALUMOHHBIM aniepreHam

1 800

17.7

MNpodunb «eTckue nuuieBble annepreHbl» (15 annepreHos). OnpegeneHune
cneummyeckux IgE K nuweBbiM annepreHam, 3Ha4YMMbIM gia aetei: Monoko
KopoBbe (f2), monoko Kosbe (f300), anuHbiii 6enok (f1), amuHbiii xentok (f75),
a6n0oko (f49), mopkosb (f31), 6aHaH (f92), Myka nweHnyHas (f4), myka oBcaHas
(f7), rntoTeH (f79), coeble 606bi (f14), apaxuc (f13), Tpecka (f3), rosaauHa (f27),
MsACOo Kypuubl (f83)

12 000

17.8

[JononHutensHasa nuuiesasn naHenb «Crneumn n nuwesble Aob6askn» (8
annepreHos). OnpegeneHune cneunduyeckux IgE Kk annepreHam Hanbonee
pacnpoCTpaHeHHbIX CneLmii U NULLeBbIX 406aBoK: J1aBpoBbIi nCT (f278),
Kopwuangp (f317), basunuk (f269), TmuH (f265), MBo3guka (f268), Kappu (f281),
BaHunb (f234), *enatnH Koposuii (c74)

2-3 p.Aa.

7 600

17.9

Muuwesble AobaBku NaHenb — IgE. [lMarHocTMKa NuLWeBoi anneprum (naHenb m3
24 tectoB): onpeaeneHue cneundmrueckmx IgE K KOHcepBaHTam, KpacuTenam,
ycunmTenam Bkyca, nogcnactutensm, Dr.Fooke

1-4p.a.

8500

MNAHE/IU HA NMULLIEBYIO HEMNEPEHOCUMOCTDb (IgG4)




17.10

KomnneKcHasa AMarHoCTMKa NULLEBOM HENEPEHOCUMMOCTH (NaHenb):
cneumouyeckne IgG4 K 113 npoayktam (85 MHAMBMAYANbHBIX M 29 B MUKCTAX) +
Ascaris, Candida Dr.Fooke

6 p.A4.

16 800

17.11

KomnneKcHasa AMarHoCTMKa NULLEBOM HENEPEHOCUMMOCTU (NaHenb):
cneumouyeckue 1gG4 k 203 npoayktam (181 MHAMBUAYANbHBIX U 22 B MUKCTaX)
+ Ascaris, Candida Dr.Fooke"

6 p.4.

34300

17.12

Meanatpuyeckas nuwesasa NaHenb gna aeten Ao 5 net: onpegeneHve
cneunduyeckmx IgG4 K 24 npoAyKTam - MHANBUAYANbHBIM anepreHam,
Dr.Fooke

6 p.A.

7700

17.13

Muwesan naHeNb yHUBepcanbHas (ans geTtel ctaple 5 net v B3pocnbix):
onpezeneHue cneumouyecknx IgG4 Kk 60 npoayktam (44 MHAMBUAYANbHBIX U 16
B MuKcTax), Dr.Fooke

6 p.4.

15620

17.14

Muwesble Aob6aBKkM NaHenb — 1gG4. [InarHOCTMKa NULLLEBOM HENEPEHOCUMOCTH
(naHenb 13 24 TecToB): onpeaeneHue cneumpuyecknx IgG4 K KOHcepBaHTam,
Kpacutensam, ycunutenam Brkyca, nogcnactutensam, Dr.Fooke

6 p.A.

8 800

ImmunoCAP AUATHOCTUYECKUE NAHENU ANNEPTEHOB (IgE
cneumnduyeckue)

17.15

MaHenb annepreHos «dk3ema» (cneundunyeckue IgE K annepreHam,
aCCOUMMPOBAHHbLIM C Pa3BUTMEM AaHHOTO 3aboneBaHus): AMuHbIN 6enok (f1),
Koposbe mosnoko (f2), MweHunua (f4), Con (f14), Knew, somawwHein noiam (d1),
Kowka (el), Cobaka (e5), Tpecka (f3)

4p.4.

6 500

17.16

MaHenb annepreHoB «Actma/PUHNT - geTn» (cneumdudeckue IgE K annepreHam,
acCoOUMMPOBAHHbLIM C Pa3BUTMEM AaHHOro 3aboneBaHus): Tumodeeska nyroeas
(g6), bepésa (t3), MonbiHb (W6), Knew, gomawHel noinm (d1), Kowka (el),
Cobaka (e5), AnyHbiit 6enok (f1), Koposbe mosioko (f2)

4p.4.

6 500

17.17

MaHenb annepreHos «Actma/PuHUT - B3pocnbie» (cneundudeckue IgE K
annepreHam, accoLMMpoOBaHHbIM C pa3BUTUEM AaHHOro 3aboneBaHus):
Tumodeeska nyrosas (g6), bepésa (t3), AMbposua (wl), MonbiHb (W6), Knewy
aomaluHel noinv (d1), Kowka (el), Cobaka (e5), Alternaria alternata (m6)

4p.4.

6 500

17.18

MaHenb annepreHoB «MpeaBakLMHALMOHHAAY (cneumburyeckue IgE K
annepreHam, acCoLMMPOBaAHHbIM C Pa3BUTUEM OC/OXKHEHWIA NPU BaKUMHALNM):
AnuHbIl oBanbbymuH (f232), Aposkxu (f45), dopmanbaerna/dopmanmu (k80),
TpunTasa

4p.4.

7 300

17.19

MaHenb annepreHos «MpeaonepaumoHHan» (bepmeHTsbl 1 cneumduyeckmne Igk
K anniepreHam, acCouMMpPoBaHHbIE C Pa3BUTUEM aNNepPrmiecknX OCA0KHEHWUN
(aHadpunakcum) npu onpeauyusx): Tpmuntasa, KenatnH Koposuii (c74), Nlatekc
(k82), XnoprekcnauH (c8)

4p.4.

6 200

17.20

MaHenb annepreHoB «pMbKoBble 3ab0n1eBaHNAY (MNeceHb BHYTPEHHSASA -
cneundmryeckue IgE K annepreHam rpMbKoOB, NOPaXKatoLMX OpraHM3m
yenoseka): Aspergillus fumigatus (m3), Penicillium notatum (P.chrysogenum,
m1), Mucor racemosus (m4), Malassezia spp. (m227), Candida albicans (m5)

4p.4.

3900

17.21

MaHenb annepreHos «MneceHb HapyXKHasa» (cneunduyeckue IgE K annepreHam
rpmMbKoB, acCOLMMPOBaHHbIX C anneprueit Ha naeceHb): Alternaria alternata
(m6), Cladosporium herbarum (m2), Fusarium moniliforme (m9)

4p.4.

2750

17.22

MaHenb annepreHoB «Muwesasn TOKCUKOUHPEKUMAY (cneumduryeckue IgE K
SHTEePOTOKCUMHAM CTadWIOKOKKA, aCCOLMMPOBAHHDBIX C PAa3BUTUEM MULLEBbIX
TOKCUKOUHPeKLMIA): CTapnNIOKOKKOBBIN IHTEPOTOKCUH A (M80),
CTadUNOKOKKOBBIM IHTEPOTOKCUH B (m81), CTapmnNIOKOKKOBbIN SHTEPOTOKCUH
TSST (m226)

4p.4.

2750

MMKCTbI (cmecu annepreHoB):

MMKCTbl MHFaNALMNOHHDIX annepreHoB (onpegeneHune
cneumnduryeckmx IgE K cmecu annepreHoBs, o6wnii pesynbrar)

17.23

JomawHas nbiab, MUKCT hx2. MUKCT BKNtoYaeT cmech annepreHos: Hollister-
Stier Labs (h2), Dermatophagoides pteronyssinus (d1), Dermatophagoides
farinae (d2), TapakaH-npycak / Blatella germanica (i6)

6 p.4.

1100




17.24

Kneww 6biToBble, MUKCT dx4. MUKCT BK/lOYaeT CMecb an/iepreHos:
Dermatophagoides pteronyssinus (d1), Dermatophagoides farinae (d2),
Eroglyphus maynei (d3), Dermatophagoides microceras (d4), Acarus siro (d70)
Lepidoglyphus destructor (d71), tyrophagus putreus (d72), glycyphagus
domesticus (d73) - Dr.Fooke

6 p.A4.

1100

17.25

MnecHesble rpUBKK, MUKCT MX2. MUKCT BKIOYAET CMECh aNepPreHos:
Penicillium notatum (m1), Cladosporium herbarum (m2), Aspergillus fumigatus
(m3), Candida albicans (m5), Alternaria tenuis (m6), Setomelanomma rostrata
(m8)

6 p.A4.

1100

17.26

[omallHMe KUBOTHble (3nNnUTenmnit), MUKCT ex1. MUKCT BK/loYaeT cMech
annepreHoB: NEpPXoTb KOLWKM (el), nepxoTb cobaku (e5), nepxoTb nowazau (e3),
nepxoTb KOPOBbI (e4)

6 p.A4.

1100

17.27

LomallHMe UBOTHbIE, MUKCT ex2. MUKCT BKNOYaeT CMeCh afNepreHos:
nepxoTb KOLWKMK (el),nepxoTb cobakm (e5), anutennit MOpcKom CBUHKM (e6),
KpbICa, 3NUTENNI, BENKM CbIBOPOTKM M MoUM (€87), Mbillb, INUTENUI, 6enKkn
CbIBOPOTKMN 1 MouM (e88)

6 p.A.

1100

17.28

[PbI3yHbl, MUKCT ex70. MUKCT BK/OYaeT CMeCh aiiepreHoB: anuTenii MOpPCKOM
CBUHKMU (€6), anuTennit Kponuka (e82), anutenunii xomsaka (e84), Kpbica,
anuTenui, 6enKun cbiIBOPOTKM M Moun (€87), Mblillb, INUTENNN, BeNKK
CbIBOPOTKMN 1 MouM (e88)

6 p.A.

1100

17.29

Mepo pomawHen NTULbl, MUKCT ex71. MUKCT BKAKOYAET CMECh a/IepreHos:
nepo rycs (€70), nepo Kypuubl (€85), nepo yTku (€86), nepo nHaelnku (e89)

6 p.A.

1100

17.30

MNepba NTUL, MUKCT ex72. MUKCT BKAIOYAeT CMeCb annepreHos: nepo
BOZIHUCTOrO nonyras (e78), nepo KaHapenkn (e201), nepo ANMHHOXBOCTOrO
nonyran (€196), nepbs nonyran (e213), nepbs BbtopKa (e214)

6 p.A.

1100

17.31

MblAbLa paHHeLBETYLWMNX AEPEBLbEB, MUKCT tX5. MUKCT BK/OYaeT cMecb
annepreHoB: o/bxa cepas (t2), newmHa obbiIkHOBEHHAsA (t4), Ba3 (t8), uBa 6enan
(t12), Tononb (t14)

6 p.A.

1100

17.32

MblAbLa NO34HOUBETYLLMX AePEBbEB, MUKCT tx6. MUKCT BK/ItOYaeT cMecb
annepreHoB: KNeH siceHenncTHbIN (t1), 6epesa 6enan (t3), 6yk necHol (t5), oy6
6enbit (t7), rpeuknit opex (t10)

6 p.A.

1100

17.33

MblnbUa AepeBbeB, MUKCT tx9. MUKCT BKAOYAET CMECh afiNIepPreHoB: 0/1bXa
cepasn (t2), 6epesa (t3), newmHa obbikHOBeHHas (t4), ayb benbili (t7), nea benas
(t12)

6 p.A.

1100

17.34

MblAbLa paHHeLBETYLIMX NYroBbIX TPaB, MUKCT gx1. MUKCT BK/lOYaeT cMech
annepreHos: exa cbopHas (g3), oBcaHMLa nyrosas (g4), pairpac nactouLHbIN /
nnesen (g5), TumodeesKa nyrosas (g6), MATAMK nyroso (g8)

6 p.A.

1100

17.35

MblAbLA COPHbIX TPaB, MUKCT WX1. MUKCT BKAOYAET CMECh afiIepreHos:
ambpo3una nonbiHHOAUCTHAA (W1), No/biHb 06bIKHOBEHHanA (W6), NOA0PONKHUK
NaHUETONUCTHBIN (W9), mapb 6enan (wl0), 30nbHUK/consaHKa (wll)

6 p.4.

1100

17.36

MblAbLLA COPHbIX TPaB, MUKCT WX2. MUKCT BKAKOYAET CMECh a/lIepreHos:
ambpo3sua ronomeTenbyaTas (w2), nonbiHb 06bIKHOBEHHas (W6), NOAOPOKHUK
NIAHUETONUCTHbIN (W9), mapb b6enas (wl0), nebepa (wl5)

6 p.4.

1100

17.37

MblAbLLA COPHbIX TPaB, MUKCT WX3. MUKCT BKNKOYAET CMECh afIepreHos:
noJibiHb (W6), NOAOPOXKHUK NAHLLETONUCTHBIN (WI), Mmapb 6enas (wl10),
30/10TapHMK (W12), Kpanuea gByaomHas (w20)

6 p.A.

1100

17.38

MblAbLLA COPHbIX TPaB, MUKCT WX5. MUKCT BKNHOYAET CMECh afIepreHos:
ambpo3una nonbiHHOAUCTHAA (W1), NosbiHb 06bIKHOBEHHanA (W6),
HUBAHUK/pOoMalLKa (W7), 04yBaHUMK eKapCTBEHHbIN (W8),
30/10TapHUK/3010Tan posra (wl12)

6 p.4.

1100

MMuUKCTbI NULEBbIX annepreHoB (onpeaeneHune cneunduyecknx
IgE K cmecu annepreHoB, 06wmii pesynbTrar)

17.39

[eTtckasn cmecb, MUKCT fX5. MUKCT BKAKOYaEeT CMeCh aNiepreHoB: AnMYHbIi 6e1oK
(f1), koposbe mosoko (f2), Tpecka (f3), nweHnyHas myKa (f4), apaxwmc (f13),
coeBble 606bI (f14)

6 p.A.

1100

17.40

MopenpoayKTbl, MUKCT fx2. MUKCT BK/lOYaeT cMecb annepreHos: Tpecka (f3),
KpeseTku (f24), ronyban mugus (f37), TyHew, (f40), nococb (f41)

6 p.A.

1100




Pbi6a, MUKCT fX74. MUKCT BKAKOYAET CMeCb annepreHoB: TpecKa (f3), cenbab

17.41 (f205), ckymbpusa (f206), kambana (f254) 6p.A. 1100
Msco, MUKCT fx16. MUKCT BKAKOYaEeT CMech ansiepreHoB: cBUHMHa (f26),
17.42 6 p.4. 1100
rossauHa (f27), kypuHoe msaco (f83), 6apaHuHa (f88) P-A
MyKa 31aKOBbIX M KYHXKYTHble, MUKCT fx3. MUKCT BK/OYAET CMECb aN/iepreHos:
17.43 | nweHunyHan mykKa (f4), oBcsHaa myka (f7), KyKypysHasa myka (f8), kyHxyT (f10), 6 p.A. 1100
rpeyHesan myka (f11)
17.44 MyKa 3naKoBbIX, MUKCT fx20. MUKCT BK/IlOYAeT CMeCb a/iNepreHoB: NieHNYHas 6p.a. 1100
MyKa (f4), prkaHas myKa (f5), aumeHHas myKa (f6), pucosas myka (f9)
17.45 Osowm 1 60608BbIe, MUKCT fX13. MUKCT BK/OYAET CMECb aN/iepreHoB: ropox 6p.a. 1100
(f12), 6enas dpaconb (f15), mopkosb (f31), kapTodensb (f35)
OBouwu, MUKCT fx14. MUKCT BKAKOYAET cMeCb anniepreHoBs: nomugop (f25),
17.46 wnuHaT (f214), kanycra (f216), nanpuka (f218) 6p.A. 1100
17.47 Opexu, MUKCT le.vMMKCT BK/IIOYAET cMecb annepreHos: apaxuc (f13), dyHayk 6p.a. 1100
(f17), 6pasmnbckmii opex (f18), muHaans (f20), kokoc (f36)
Luntpycosble 1 ¢pyKTbl, MUKCT fX15. MUKCT BK/IlOYAeT CMeCb aNnepreHos:
17.48 6 p.4. 1100
anenbcuH (f33), abnoko (f49), 6aHaH (f92), nepcuk (f95) P-A
Lutpycosble, MUKCT fx19. MUKCT BKAtOYAET CMeCh ansiepreHoB: IMMoH (f32),
17.49 anenbcuH (f33), mangapun (f34), rpeiindpyT (f92) 6pa. 1100
®pyKTbI M HaxueBble, MUKCT fx21. MUKCT BK/IOYAET CMECb aN/ilepreHoB: KUBM
17.50 6 p.4. 1100
(f84), nbiHa (f87), 6aHaH (f92), nepcuk (f95), aHaHac (f210) P-A
ImmunoCAP MHTANTALUUOHHbBIE ANNVTEPTEHbI (MHAUBMAYaNbHbIE)
Mbinbua Tpas 1 3nakosbiX (IgE cneumdpuyeckue)
17.51 | g1 Konocok gywuctbiit /Sweet vernal grass /Anthoxanthum odoratum 6 p.4. 1100
17.52 | g2 CsMHoOpoOI1 nanbyaThbiii /Bermuda grass /Cynodon dactylon 6 p.4. 1100
17.53 | g3 Exa cbopHana /Cocksfoot (orchard grass) /Dactylis glomerata 6 p.4. 1100
17.54 | g4 OscsaHHMUa nyrosan /Meadow fescue /Festuca elatior 6 p.A. 1100
17.55 | g5 MNnesen mHoronetHuit (paiirpac) /Rye-grass /Lolium perenne 6 p.4. 1100
17.56 | g6 Tumodeeska nyrosasa /Timothy (meadow cat's-tail) /Phleum pratense 6 p.A. 1100
17.57 | g213 TumocdeeBKa NyroBasn, peKoOMBUHAHTHbIN KomnoHeHT (rPhl pl, rPhl p5b) 6 p.4. 2950
17.58 | g214 TumocdeeBKa NyroBasn, peKOMBUHAHTHbIN KomnoHeHT (rPhl p7, rPhl p12) 6 p.A. 2 450
17.59 g8 MHTI.IMK nyrosoit /Kentucky bluegrass (smooth meadow-grass) /Poa 6p.a. 1100
pratensis
17.60 | g9 Nonesuua noberoHocHas /Creeping bentgrass (redtop) /Agrostis stolonifera 6 p.4. 1100
17.61 | gl11 Koctep nonesoit /Brome grass /Bromus inermis 6 p.A. 1100
17.62 | g12 Poxb nocesHan /Cultivaited rye /Secale cereale 6 p.A. 1100
17.63 | gl14 Osec nocesHow /Cultivated oat /Avena sativa 6 p.A. 1100
17.64 | g15 NMuweHwnua nocesHan /Cultivaited wheat /Triticum aestivum 6 p.A. 1100
Mbinbua copHou Tpasbl (IgE cneunduueckue)
17.65 wil .AM6p03MF| Bb'IC.f)Ka'ﬂ (nonbiHHOAMCTHAA) /Common ragweed /Ambrosia 6p.a 1100
elatior (A. artemisiifolia)
17.66 | w230 AMbpo3ua, HATUBHbIM KOMMOHEHT (NAmb al) 6 p.4. 2 365
17.67 | w6 MonbiHb 06bIKHOBEHHAs (YepHOBbLILIbHMK) /Mugwort /Artemisia vulgaris 6 p.A. 1100
17.68 | w231 MNonbiHb, HATUBHbI KOMMNOHEHT (NArt v1) 6 p.4. 2 365
17.69 | w233 MNoAbiHb, HATUBHbI KOMMNOHEHT (NArt v3) 6 p.4. 2 365
17.70 W7 HuBsHUK 06blKHOBEHHbIN /Ox-eye daisy (oxeye daisy) /Chrysanthemum 6p.a 1100
leucanthemum
17.71 | w8 OgyBaHumMK 0bbIkHOBeHHbIM /Dandelion /Taraxacum vulgare 6 p.A. 1100
17.72 w9 MoaopoXKHMK naHueTonncTHbln /English plantain (ribwort) /Plantago 6p.a. 1100
lanceolata
17.73 | w12 3onoTapHuK (3on0Tas posra) /Goldenrod /Solidago virgaurea 6 p.4. 1100




17.74 | wl5 Nlebena yeuesnuesungHan /Quail bush (lenscale) /Atriplex lentiformis 6 p.A. 1100
17.75 | w21 NocTeHHunua /Jewish pellitory /Parietaria judaica 6 p.4. 1100
17.76 | w19 NocTteHHuua nekapcteeHHas /Wall pellitory /Parietaria officinalis 6 p.A. 1100
17.77 | w20 Kpanuea asygomHas /Nettle /Urtica dioica 6 p.4. 1100
17.78 | w204 NoaconHeuHuk /Sunflower /Helianthus annuus 6 p.A. 1100
17.79 | w206 Pomatuka /Camomile /Matricaria chamomilla 6 p.A. 1100
17.80 | w10 Mapb 6enas (Chenopodium album) IgE 6 p.A. 1100
Mbinbua aepesbes (IgE cneundurueckue)
17.81 | t1 KneH aceHenncTHbIli /Box-elder /Acer negundo 6 p.A. 1100
17.82 | t2 Onbxa cepan /Grey alder /Alnus incana 6 p.A4. 1100
17.83 | t3 bepesa 6opogasyatan /White birch /Betula verrucosa 6 p.A. 1100
17.84 | t215 bepe3sa, peKOMBUHAHTHbIN KOMMNOHEHT (rBet v1 PR-10) 6 p.A. 2 365
17.85 | t221 bepesa, peKOMBUHAHTHbIN KOMMNOHEHT (rBet v2, rBet v4) 6 p.A. 2 365
17.86 | t4 NlewmHa obbIKHOBEHHas (opewwHuK) /Hazel /Corylus avellana 6 p.A. 1100
17.87 | t7 Oy6 6enbiin /Oak /Quercus alba 6 p.4. 1100
17.88 | t8 Bas /EIm /Ulmus americana 6 p.4. 1100
17.89 | t12 Wea /Willou /Salix caprea 6 p.4. 1100
17.90 | t14 Tononb /Cottonwood /Populus deltoides 6 p.4. 1100
17.91 | t208 /luna /Linden /Tilia cordata 6 p.4. 1100
17.92 | t16 CocHa Beiimytosa /White pine /Pinus strobus 6 p.4. 1100
17.93 | t18 3BKanaunt / Eucalyptus spp. 6 p.A. 1100
BbiTOBble annepreHbl (AoMalHAA Nbinb, IgE cneundurueckme)
17.94 | d1 Knew, aomawHei nbinv /House dust mite /Dermatophagoides pteronyssinus 6 p.A. 1100
17.95 | d2 Knew, gomawHeit nbiim /House dust mite /Dermatophagoides farinae 6 p.A. 1100
17.96 | d3 Knew, gomawHei nbinv /House dust mite /Dermatophagoides microceras 6 p.A. 1100
17.97 | d74 Knew, gomaluHelt nbian /House dust mite /Euroglyphus maynei 6 p.A. 1100
17.98 | hl AnnepreH gomaluHei nbian 1 /House dust (Greer Labs Inc) 6 p.A. 1100
17.99 | h2 AnnepreH gomaluHeit nbian 2 /House dust (Hollister-Stier Labs) 6 p.A. 1100
FpubKoBbie n 6aKTepuanbHble anneprexbl (IgE cneyndpuueckme)
17(')10 m2 Cladosporium herbarum - nnecHesbIl rpnboK 6 p.A. 1100
17.10 . o
1 m6 Alternaria alternata - nnecHeBbI rpubok 6 p.A. 1100
17.10 | m218 Aspergillus fumigatus - nnecHeBbIl rpMBOK, PEKOMOUHAHTHbIN
6 p.4. 2 365
2 KOMMOHeHT (rAsp f1)
17.10 | m229 Alternaria alternata - nnecHeBbIli rpMBOK, PEKOMBUHAHTHbLIA KOMMNOHEHT
6 p.A. 2 365
3 (rAlt al1)
17.10 . . .
4 m9 Fusarium moniliforme - m1UKo3bl pacTeHnit 6 p.4. 1100
17.10 - -
5 m1 Penicillium notatum (P.chrysogenum) - nnecHesblit rpubok 6 p.A. 1100
17.10 . . . o
6 m3 Aspergillus fumigatus - nnecHeBbI rpMboK, MHGEKUMOHHBIM BO3OYaAUTEND 6 p.A. 1100
17.10 o
- m4 Mucor racemosus - rpubok xnebHol nneceHn 6 p.4. 1100
17.10 . . .
8 m5 Candida albicans - gpoenofobHbIn rpnboK 6 p.A. 1100
17.10 | m227 Malassezia spp.- ApoXKKenofobHbIV rpnbokK (oTpybeBUAHbIN AnLWal 1
6 p.4. 1100
9 Ap)
17.11 o .
m80 CTadMIOKOKKOBbIM 3HTEpOTOKCUH A /Staphylococcal enterotoxin A 6 p.A. 1100




17.11

1 m81 CTadMIOKOKKOBbI 3HTEpPOTOKCUH B /Staphylococcal enterotoxin B 6 p.4. 1100
17.11 . .

) m226 CTapmNOKOKKOBbIN 3HTepoTOKCcKH TSST /Staphylococcal enterotoxin TSST 6 p.A. 1100

AnnepreHbl }XMBOTHbIX U nTuy, (IgE cneundpurueckme)
17.11

3 el Kowwka, nepxotb /Cat dander 6 p.A. 1100
17411 €94 KolwKa, peKOMBUHAHTHbIN KoMNoHeHT (rFel d1) 6p.a 5 365
17.11

5 e5 Cobaka, nepxoTtb /Dog dander 6 p.A. 1100
17(.511 €101 Cobaka, peKOMBUHaHTHbIM KomnoHeHT (rCan 1) 6p.a. 5365
17.11

7 e3 /lowaab, nepxotb /Horse dander 6 p.A. 1100
17.11 . . . o

3 e6 Mopckas cBMHKa, anuTenunit /Guinea pig epithelium 6 p.4. 1100
17.11 . o

9 e84 Xomsk, anutennin /Hamster epithelium 6 p.A. 1100
17.12 | e87 Kpblica, anutenui, 6enku cbiBopoTKM U moun /Rat epithelium, serum and

. . 6 p.4. 1100

0 urine proteins

17.12 | 88 Mblwb, 3NUTENMNI, BENKKN CbIBOPOTKM U Moun/Mouse epithelium, serum
. . 6 p.4. 1100

1 and urine proteins
17.12 . o

5 €82 Kponuk, anutenwnii /Rabbit epithelium 6 p.A. 1100
17.12 .

3 e85 Kypwuua, nepo /Chicken feathers 6 p.A. 1100
17412 e70 lNycb, nepo /Goose Feathers 6 p.4. 1100
17.12 o

5 e213 MNonyrait, nepo /Parrot feathers 6 p.A. 1100
17('512 €78 MNonyrai BosHWUCTLIN, Nepo IgE 9p.A. 1100
17%12 €86 YTKa, nepba IgE 9 p.A. 1100
175';12 €201 KaHapelika,nepo IgE 9p.4. 1100

AnnepreHbl HaceKombix (IgE cneundurueckme)
17.12

9 i1 4 nyenbl megoHocHo /Honey bee venom /Apis mellifera 6 p.A. 1100
17.13 | . o . .

0 i2 14 ocbl naTHUCTOM /White-faced hornet venom /Dolichovespula maculata 6 p.A. 1100
17.13 | . . .

1 i3 14 ocbl 06bIKHOBeHHOM /Common wasp (Yellow jacket) venom /Vespula spp. 6 p.A. 1100
17.13 | .

5 i204 CneneHb /Horse fly /Tabanus spp. 6 p.A4. 1100
17.13 | . . .

3 i71 Komap /Mosquito /Aedes communis 6 p.4. 1100
17.13

4 i8 Monb /Bombyx mori 6 p.4. 1100
17.13 | . o ;

5 i6 TapakaH pbixnit (npycak) /Cockroach german /Blattella germanica 6 p.A. 1100

MapasutapHble annepreHbl (IgE cneundpuueckue)
17.13

6 pl Ackapuga /Ascaris /Ascaris lumbricoides 6 p.A. 1100

17.13 s L
p4 Auusakuaa /Anisakis /Anisakidae 6 p.4. 1100




ImmunoCAP MULLEBbIE ANIEPTEHbI ( nHaMBuAyanbHble)

Liutpycosble (IgE cneundpuueckue)

17.13

8 f33 AnenbcuH /Orange /Citrus sinensis 6 p.4. 1100
17.13 . . .

9 f302 MaHgapuH /Mandarin /Citrus reticulata 6 p.A. 1100
17.14 . . .

0 f209 peinopyt /Grapefruit /Citrus paradisi 6 p.A. 1100
17.14 . .

1 f208 NumoH /Lemon /Citrus limon 6 p.4. 1100

¢pYKTbI u cnagKue 6axueBble (IgE CHELI,VICIJVI‘-IGCKVIG)
17;4 f94 I'pywa /Pear /Pyrus communis 6 p.4. 1100
17.14 .

3 f49 fA6noko /Apple /Malus x domestica 6 p.4. 1100
17414 f92 banaH /Banana /Musa spp. 6 p.4. 1100
17.14 e

c f259 BuHorpag, /Grape /Vitis vinifera 6 p.4. 1100
17.14 . .

6 f237 A6puKkoc /Apricot /Prunus armeniaca 6 p.4. 1100
17.14 .

7 f210 AHaHac /Pineaple /Ananas comosus 6 p.4. 1100
17.14 .

8 f95 Nepcuk /Peach /Prunus persica 6 p.4. 1100
179')14 f84 Kunsu /Kiwi /Actinidia deliciosa 6 p.4. 1100
17.15 . ce . .

0 f301 Xypma /Persimon (kaki fruit, sharon) /Diospyros kaki 6 p.A. 1100
17.15 .

1 f96 Asokago /Avocado /Persea americana 6 p.4. 1100
17.15 . . .

5 329 Apbys /Watermelon /Citrullus lanatus, Citrullus vulgaris 6 p.4. 1100
17.15 .

3 f87 MpbiHa /Melon /Cucumis melo spp. 6 p.4. 1100

firopbi (IZE cneunduueckme)
17415 f44 3emnanuka /Strawberry /Fragaria vesca 6 p.A4. 1100
17.15 .

5 f242 BuwHs /Cherry /Prunus avium 6 p.4. 1100
17.15 .

6 f343 ManuHa /Raspberry /Rubus idaeus 6 p.4. 1100
17.15 .

7 f255 Causa /Plum /Prunus domestica 6 p.4. 1100
17.15 .

8 f322 CmopopmHa KpacHas /Red currant /Ribes sylvestre 6 p.4. 1100

Opexu (IgE cneumndpuueckue)
17(_';15 f17 dyHayk /Hazel nut /Corylus avellana 6 p.A4. 1100
17.16 .

0 f13 Apaxuc /Peanut /Arachis hypogaea 6 p.A4. 1100
17.16 .

1 f20 Mungans /Almond /Amygdalus communis 6 p.4. 1100
17.16 . . . .

5 f203 ducrawkn /Pistachio /Pistacia vera 6 p.4. 1100
17.16 . .

f202 Kewsbto /Cashew nut /Anacardium occidentale 6 p.A. 1100




17.16

4 f256 Mpeukuii opex /Walnut /Juglans spp. 6 p.4. 1425
17.16 . . . . .

5 f253 Kegpossbiit opex /Pine nut, pignoles /Pinus edulis 6 p.A. 1100
17.16 .

6 f36 Kokoc /Coconut /Cocos nucifera 6 p.4. 1100
17.16 .

- f10 KyHskyT /Sesame seed /Sesamum indicum 6 p.A. 1100

OBouwm, 6axueBble KyAbTypbl, rpubbl U macnaHuuYHble (IgE
cneuuduyeckue)

17.16 . . .

3 f25 Nomugop /Tomato / Lycopersicon licopersicum 6 p.4. 1100
17.16 . .

9 f244 Orypeu, /Cucumber /Cucumis sativus 6 p.4. 1100
17.17

0 f31 Mopkosb /Carrot /Daucus carota 6 p.4. 1100
17.17

1 35 Kaptodenb /Potato /Solanum tuberosum 6 p.4. 1100
17.17 . .

5 f216 Kanycta 6enokouyaHHas /Cabbage / Brassica oleoracea var. capitata 6 p.A. 1100
17.17 . . T

3 f260 bpokkoau /Broccoli /Brassica oleoracea var. italica 6 p.A. 1100
17.17 L - ;

4 263 Mepel, 3enéHblit (Hespenoe cema) /Green pepper /Piper nigrum 6 p.A. 1100
17.17 . . .

5 f218 Manpwuka, cnagkuin nepew, /Paprika, Sweet pepper /Capsicum annuum 6 p.A. 1100
17.17 .

6 f262 baknakaH /Aubergine, eggplanet /Solanum melongena 6 p.4. 1100
17.17 .

7 f319 Ceekna /Beetroot /Beta vulgaris 6 p.4. 1100
17.17 .

3 f342 MacnuHbl, yepHble, ceexkue /Olive black /Olea europaea 6 p.A. 1100
17.17 . .

9 f225 Twikea /Pumpkin /Cucurbita pepo 6 p.4. 1100
17.18 . . .

0 f212 MpmbbI (WamnuHboHbI) /Mushroom(champignon) /Agaricus hortensis 6 p.A. 1100

3eneHb, npunpasbl u npaHocTu (IgE cneundpuueckue)

17i18 f47 YecHok /Garlic /Allium sativum 6 p.4. 1100
17;8 f48 Nyk /Onion /Allium cepa 6 p.4. 1100
17.18 . .

3 f86 MeTpyLwKa /Parsley /Petroselinum crispum 6 p.A. 1100
17.18 .

4 f277 Ykpon /Dill /Anethum graveolens 6 p.A4. 1350
17.18 " .

5 f85 Cenbaepeit /Celery /Apium graveolens 6 p.A. 1100
17.18 . . -

6 f269 Basuauk /Basil /Ocimum basilicum 6 p.4. 1100
17.18 .

- f272 SctparoH /Tarragon /Artemisia dracunculus 6 p.A. 1100
17.18 . L .

8 f271 Anunc /Anise /Pimpinella anisum 6 p.4. 1100
17.18 . .

9 f268 I'eo3guka /Clove /Syzygium aromaticum 6 p.4. 1100
17.19 . . .

f89 Mopumua /Mustard /Brassica (Sinapis spp.) 6 p.A. 1100




17.19

1 f270 UmbBupb /Ginger /Zingiber officinale 6 p.4. 1100
17;9 f281 Kappwm /Curry powder 6 p.4. 1100
17.19 . . .

3 f317 KopuaHap /Coriander /Coriandrum sativum 6 p.A. 1100
17.19 . -

4 f278 Naeposbint anct /Laurel (bay leaf) /Laurus nobilis 6 p.A. 1100
17.19 " . . .

5 f274 MaiiopaH /Marjoram /Origanum majorana 6 p.4. 1100
17.19 . L

6 f332 MsTa nepeyHas /Pepermint /Mentha piperita 6 p.4. 1100
17.19 . . .

7 280 Mepeu, yepHbliit /Black pepper /Piper nigrum 6 p.A. 1100
17.19 .

8 f273 TumbaH (4abpeu) /Thyme /Thymus vulgaris 6 p.A. 1100
17.19 .

9 f265 TmuH /Caraway /Carum carvi 6 p.4. 1100

bo6oBble  macnsaHuuHble (IgE cneumndpuueckue)
17(')20 f14 Coesble 606bl /Soybean /Glycine max 6 p.4. 1100
17i20 f12 ropox /Pea /Pisum sativum 6 p.4. 1100
17.20 . .

5 f15 daconb 6enan (benbie 606b1) /White bean /Phaseolus vulgaris 6 p.A. 1100
17.20 .

3 f235 Yeuesuua /Lentil /Lens esculenta 6 p.4. 1100

Myka u Kpynbl (IgE cneunduueckue)
17420 f4 Nwennua /Wheat /Triticum aestivum 6 p.4. 1100
175;20 f5 Pokb /Rye /Secale cereale 6 p.4. 1100
17('520 f79 r'mioteH /Gluten 6 p.4. 1100
17%20 f7 Osec /Oat /Avena sativa 6 p.4. 1100
17.20

3 f11 peumnxa /Buckwheat /Fagopyrum esculentum 6 p.A. 1100
179')20 f9 Puc /Rice /Oryza sativa 6 p.4. 1100
17(')21 f8 Kykypysa /Maize /Zea mays 6 p.4. 1100
17.21

1 fé Aumenb /Barley /Hordeum vulgare 6 p.A4. 1100
17.21 . . s

) 55 Mpoco nocesHoe /Common millet /Panicum milliaceum 6 p.A. 1100

Pbi6a 1 mopenpoayKTbl (IgE cneumdpuyeckue)
17_;)21 f3 Tpecka /Cod /Gadus morhua 6 p.4. 1100
17.21

4 f40 TyHew /Tuna /Thunnus albacares 6 p.A4. 1100
17.21

c f41 Nococb /Salmon /Salmo salar 6 p.4. 1100
17.21 | f61 CapavHa ganbHeBocTo4Han (cenbab neack) /Sarddine / Sardinops

. 6 p.4. 1100

6 melanosticta

17.21 .
f254 Kambana mopckasa /Plaice /Pleuronectes platessa 6 p.A. 1100




17.21

3 f205 Cenbab (ceneaka) /Herring /Clupea harengus 6 p.A. 1100
17.21

9 f206 Ckymbpua atnaHTuyeckasa /Mackerel /Scomber scombrus 6 p.A. 1100
17.22 . .

0 f60 Craspmaa /Jack mackerel /Trachurus japonicus 6 p.A. 1100
17.22 . o

1 f204 dopenb pagyxHan /Trout /Oncorhynchus mykiss (Salmo gairdnieri) 6 p.A. 1100
17.22 . . . .

5 f303 ManTyc 6enokopbliit /Halibut /Hippoglossus hipoglossus 6 p.A. 1100
17‘;)22 f426 Tpecka aTnaHTUYeECKan, PeKOMOMHAHTHbIM KOMNOHEHT (rGad cl) 6p.a 5 365
17.22 | f24 Kpesetka /Shrimp (prawn) /Pandalus borealis, Penaeus monodon, 6 1100

4 Metapenaeopsis barbata, Metapenaeopsis joyneri P-A.

175.)22 f351 TponoMMO3nH KpPeBETOK, PEKOMBOUHAHTHbI KOMNOHEHT (rPen al) 6p.a 2 365
17.22 . .

6 f258 Kanbmap /Squid /Loligo spp. 6 p.4. 1100
17.22

7 f23 Kpab /Crab /Cancer pagurus 6 p.4. 1100
17.22 . .

8 320 Pak peuHoit /Crayfish /Astacus astacus 6 p.A. 1100

finuHble npoaykTbl (IgE cneunduueckue)
17(_';22 f1 AnuHbin 6enok /Egg white 6 p.4. 1100
17(')23 75 Anunbili kentok /Egg yolk 6 p.A4. 1100
17.23 | 232 OBanbbymuH (anbbymuH anuHblit) /Ovalbumin (Allergen component nGal
6 p.A. 1100
1 d?2)
17.23 | 233 Osomykoung (MmykonpoTeng amuHoro 6enka) /Ovomucoid (Allergen
6 p.A. 1100
2 component nGal d 1)
Mon0KO 1 Mmono4YHble NpoAyKTbI (IZE cneunduueckme)
17_;)23 f2 Monoko koposbe /Milk 6 p.A. 1100
17.23 . .

4 f231 Monoko kunaueHoe (koposbe) /Milk, boiled 6 p.A. 1100
17.23 .

5 f76 Anbda-naktanbbymut /Alpha-lactaloumin /Allergen component nBos d4 6 p.4. 1100
17.23 .

6 f77 Beta-naktornobynuH /Beta-lactoglobulin /Allergen component nBos d5 6 p.4. 1100
17.23 . .

- f78 KaseunH, monoko /Casein, milk /Allergen component nBos d8 6 p.A. 1100
17.23 N

3 f236 MonouHas cbis-Ka (Koposba) /Caw's milk whey 6 p.A. 1100
179')23 f300 Monioko Kosbe /Goat milk 6 p.A4. 1100
17.24

0 f81 Cbip Yeanep /Cheese, Cheddar type 6 p.A. 1100

Msaco u ntuua (IgE cneundurueckme)
17.24

1 f27 FoeaguHa /Beef /Bos spp. 6 p.4. 1100
17.24

5 f88 bapaHuHa /Mutton /Ovis spp. 6 p.4. 1100
17_;)24 f26 CBuHuHa /Pork /Sus spp. 6 p.A4. 1100
17.24 f213 Maco kponuka / Rabbit meat 6 p.4. 1100




17.24

5 f83 Msco Kypuubl (upinaeHka) /Chicken meat 6 p.A. 1100
17.24 o

6 284 Maco nHpaeiku /Turkey meat 6 p.A. 1100

Kakao, Kode, uai (IgE cneymdpuueckue)
17%24 f93 Kakao /Cacao /Theobrome cacao 6 p.4. 1100
17.24

8 f221 Kode /Coffee /Coffea spp. 6 p.4. 1100
17.24 . " . .

9 f222 Yait aucrosoit /Tea /Camellia sinensis 6 p.A. 1100

Apyrue npoayKTtbl U nuweBbie Ao06asku (IgE cneunduueckue)
17(')25 f234 Banunb /Vanilla /Vanilla planifolia 6 p.4. 1100
17.25 .

1 f224 Mak /Poppy seed /Papaver somniferum 6 p.A. 1100
17.25 , .

5 fA5 Qpoxu nekapckue /Baker's yeast (Saccharomuces cerevisiae) 6 p.A. 1100
17.25 . . .

3 c74 ¥enaTuH Koposuit (nnwesas gobaska E441) /Gelatin bovine 6 p.A. 1100

NEKAPCTBEHHbIE AJVIEPTEHbI
AHTH6aKTepuanbHblie npenapatbl (AHTMO6MOTUKM) (IZE
cneuuduyeckue)
17.25 -

4 c1 NeHnumnanH G /Penicillin G 6 p.A. 1100
175;25 c2 NeHnumnnnn V /Penicillin V 6 p.A. 1100
17('525 c6 Amokcnumnnmu /Amoxycillin 6 p.A. 1100
17%25 c5 Amnuumnnnd /Ampicillin 6 p.A4. 1100
17.25 -

8 c8 XnoprekcuanH /Chlorhexidine 6 p.A. 1100

Opyrve npoTMBOMUKPO6HbIE U NPOTUBONPOTO301HbIE
npenaparbli (IgE cneunduueckme)
179')25 c57 Tpumetonpum /TMP (trimethoprime) - Bucenton /BakTpum 6 p.4. 1100
17.26

0 c58 CynbdpameToKkcason /SMZ (sulfamethoxazole) - Bucenton /bakTpum 6 p.A. 1100
17.26 .

1 €153 MeTtpoHugason /Metronidazol 6 p.A. 1100

AHanbreTMKnM n HecTepougHblie NnpoTuBoBoCnasinTe/ibHblie
npenaparbl (IgE cneunduuyeckme)
17;6 €91 AHanbruH (metammson) /Metamizol 6 p.4. 1100
17.26 - .

3 c51 Auetuncannumnosas kucnota /Acetylsalicylic Acid (ASS) 6 p.A. 1100
17.26

4 ¢85 Mapauetamon /Paracetamol 6 p.4. 1100
17.26

5 c78 NbynpodeH /Ibuprofen 6 p.4. 1100
17.26 .

6 €93 NngomeTaumH /Indomethacine 6 p.A. 1100
17.26 c111 ®eHauetuH /Phenacetine 6 p.A4. 1100




17.26

3 c79 AuknodeHak /Diclofenac 6 p.A. 1100
MecTtHble aHecTeTuKM (IgE cneundpuryeckue)
17(_';26 €68 ApTuKanH & YnbTpakauH /Articaine 6 p.4. 1100
17.27 . . .

0 c82 Ninaokaun & KemnokauH /Lidocaine & Xylocaine 6 p.4. 1100
17.27 .

1 c83 HoBokauH & lNpokauH /Procaine 6 p.A. 1100
17;7 c86 beH3okauH /Benzocaine 6 p.4. 1100
17_;)27 ¢100 NMpunoKaunH & LmTtaHecT 6 p.4. 1100
17.27 . .

4 c88 MenusakanH & MNonokanH /Mepivacaine 6 p.A. 1100
17.27 . .

5 c89 bynueakauH & AHekauH & MapKauH /Bupivacaine 6 p.A4. 1100
17.27 .

6 €210 TeTpakaunH & [ukaunH /Tetracain 6 p.A. 1100

FopmoHanbHbie npenaparthbl (IgE cneunduueckme)
17%27 €99 L-TupokcuH /L-tyroxine 6 p.4. 1100
175';27 €196 dnuHedpuH /Epinefrine 6 p.4. 1100
ButamuHbl (IgE cneumnduueckue)
17(_';27 c106 ButamuH B1 (TuamuH) /Thiamine 6 p.A. 1100
17.28 S
0 €109 ButamuH B6 (MupugokcuH) /Pyridoxine 6 p.A. 1100
MpodeccuoHanbHbie annepreHbl
17i28 k82 Natekc /Latex /Hevea braziiliensis 6 p.4. 1100
17.28
) k80 dopmanbaerng /dopmannH 6 p.4. 1100
DR.FOOKE CNELUDUYECKUE IgG/IgG4
Muwesble annepreHbl (IgG4 cneundurueckue)
17_;)28 f2 Monoko koposbe /Milk IgG4 10 p.A. 1450
17.28 . .

4 f1 AnuHbin 6enok /Egg white IgG4 10 p.A. 1450
17.28 o

5 f75 Anunbili kentok /Egg yolk 18G4 10 p.A. 1450
17.28 . .

6 f4 Mwennua /Wheat /Triticum aestivum IgG4 10 p.a. 1450
17%28 f79 CnioTeH /Gluten IgG4 10 p.a. 1450

BbiToBble annepreHbl (, IgG4 cneundpuyeckme)
1728 NccnepoBaHue ypoBHSA cneunduyecknx aHTuTen nogknacca G4 (1gG4) k
é annepreHy d1Knew, somalHei Bbinn B KonpoduabTpaTte, TECT-CUCTEMA 8 p.4. 1450
Dr.Fooke
DR.FOOKE NIEKAPCTBEHHbIE ANNNEPTEHDI I1gG
AHTMGaKTepuanbHble NnpenapaTbl (aHTM6MOTUKM) (IgG
cneuuduryeckue)
17.28 -
c1 Mennumnnmu G /Penicillin G I1gG 10 p.A. 2 600




17.29

0 c2 Mennumnnuu V /Penicillin V 1gG 10 p.A. 2 600
17.29 -

1 c6 AmokcnumnnmH /Amoxycillin 1gG 10 p.A. 2 600
17;9 c5 Amnuupnnnd /Ampicillin 1gG 10 p.a. 2 600
17.29

3 c165 Ledaknop /Cefaclor IgG 10 p.A. 2 600
17.29 .

4 ¢55 UedanocnopuH /Cephalosporin 1gG 10 p.A. 2 600
17.29 .

5 €62 JokcnumknnH /Doxycyclin I1gG 10 p.Aa. 2 600
17.29 .

6 c59 TetpauukauH /Tetracycline 1gG 10 p.Aa. 2 600
17.29 . .

- c108 UnnpodnokcaumH /Ciprofloxacin I1gG 10 p.Aa. 2 600
17.29 .

3 €118 OdnokcaumH /Ofloxacin 1gG 10 p.A. 2 600
17.29 .

9 €175 HoponokcaumH /Norfloxacin I1gG 10 p.A. 2 600
17.30 .

0 €61 SputpomuumH /Erythromycin IgG 10 p.Aa. 2 600
17.30 .

1 €66 CTpenTomumumH /Streptomycin I1gG 10 p.Aa. 2 600
17.30 .

) c60 FeHTamunumH /Gentamycin IgG 10 p.Aa. 2 600
17.30 . .

3 €115 /InHKommMumH /Lincomycin I1gG 10 p.Aa. 2 600

,D,pyme I'IpOTVIBOMMKpO6HbIe 7] npOTVIBOI'IpOTO3OVIHbIe
npenaparbli (IgG cneundpuueckue)
17430 c57 Tpumetonpum /TMP (trimethoprime) - Bucenton /BakTpum IgG 10 p.a. 2 600
17.30

5 c58 CynbdameToKkcason /SMZ (sulfamethoxazole) - Bucenton /bakTpum IgG 10 p.A. 2 600
17.30 .

6 c153 MeTpoHugason /Metronidazol IgG 10 p.A. 2 600

AHanbreTMKnM n HecTepouagHble NnpoTuBoBoCnasinTe/ibHblie
npenaparbli (IgG cneundpuyeckue)
17%30 €91 AHanbruH (metamuson) /Metamizol I1gG 10 p.a. 2 600
17.30 L

3 c51 Auetuncannumnosas kucnota /Acetylsalicylic Acid (ASS) 1gG 10 p.A. 2 600
17.30

9 ¢85 MNapaueTtamon /Paracetamol 1gG 10 p.Aa. 2 600
17.31

0 c78 N6ynpododeH /Ibuprofen 1gG 10 p.A. 2 600
17.31 .

1 €93 NHpgomeTaumH /Indomethacine I1gG 10 p.A. 2 600
17.31 .

) €111 deHauetnH /Phenacetine 1gG 10 p.Aa. 2 600
17.31 .

3 c79 AuknodeHak /Diclofenac IgG 10 p.A. 2 600

MecTtHble aHecTeTUKM (IgG cneundurueckue)
17431 €68 ApTuKanH & YnbTpakauH /Articaine IgG 10 p.a. 2 600
17.31 . . .
c82 InpgokanH & Kemnokant /Lidocaine & Xylocaine 1gG 10 p.a. 2 600




17.31

6 c83 HoBokauH & lNpoKkauH /Procaine 1gG 10 p.Aa. 2 600
17.31 .
- c86 beH3okaunH /Benzocaine 1gG 10 p.Aa. 2 600
17.31
3 ¢100 MNpunokanH & UutaHecr IgG 10 p.Aa. 2 600
17.31 . .
9 c88 MenwusakauH & MonokanH /Mepivacaine I1gG 10 p.Aa. 2 600
17.32 . .
0 €89 bynueakauH & AHekauH & MapkauH /Bupivacaine IgG 10 p.Aa. 2 600
17.32 .
1 €210 TeTpakaunH & ukaunH /Tetracain I1gG 10 p.Aa. 2 600
FopmoHanbHbie npenaparthbl (IgG cneundpuueckue)
17;’2 €196 dnuHedpuH /Epinefrine 1gG 10 p.a. 2600
CNEUMANN3SUPOBAHHBIE METOAbl UCCNEQAOBAHUA
AHanNn3 MMKPOBHbIX MapKepoB METOLOM ra3oBOM XPOMaTO-Macc-
18.1 cnektpomeTpuu (no Ocunosy), SATA >PpA. 2300
TAXENDBIE METANbl, MUKPOSNIEMEHTbI
(macc-cneKkTpomeTpua ¢ MHAYKTUBHO-CBA3AHHOM naasmoi (UCM-MC)
KomnieKcHbIV aHanu3 KpoBM Ha HasiMUuMe TAXKEbIX METANNO0B U
18.2 | mmnkpoanemeHToB (23 nokasartena, meton UCM-MC): Li, B, Al, Si, Ti, Cr, Mn, Co, 7 p.A. 4 500
Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb, Mg,Ca, Fe, K, Na
KomnaeKcHbIM aHaNM3 MOYM Ha HaMUMe TAXKE bIX METANN0B U
18.3 | muKkpoanemeHTOB (23 nokasartens, metog NCM-MC): Li, B, K, Na, Mg, Al, Si, Ca, 7 p.A. 4 500
Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb
KomnieKcHbI/ aHanu3 BOIOC HA HAaANYMe TAXKE/bIX METas/I0B U
18.4 | muKkpoanemeHTOB (23 nokasartens, metog NCM-MC): Li, B, K, Na, Mg, Al, Si, Ca, 7 p.A. 4 500
Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb
AHanus cogepiKaHuAa oTae/ibHbIX 3/1IeMeHTOB
18.5 | AntomuHuit (Al) B KpoBu 8 p.4. 950
18.6 | AntomuHuii (Al) B moye 8 p.4. 950
18.7 | AntomuHuit (Al) B BOnocax 8 p.4. 950
18.8 | bop (B) B KpoBu 8 p.4. 950
18.9 | bop (B) B moue 8 p.4. 950
18.10 | bop (B) B BONIOCaAX 8 p.4. 950
18.11 | CeneH (Se) B Kposwm 8 p.4. 950
18.12 | CeneH (Se) B moue 8 p.4. 950
18.13 | CeneH (Se) B Bonocax 8 p.4. 950
18.14 | CsuHel, (Pb) B Kposu 8 p.4. 950
18.15 | CsuHel, (Pb) B moue 8 p.4. 950
18.16 | CsuHel, (Pb) B Bosiocax 8 p.4. 950
18.17 | Nutwia (Li) B Kposu 8 p.4. 950
18.18 | /lutuia (Li) B moue 8 p.4. 950
18.19 | utwii (Li) B BOoNOCax 8 p.4. 950
18.20 | KpemHuit (Si) B KpoBu 8 p.4. 950
18.21 | KpemHui (Si) B moye 8 p.4. 950
18.22 | KpemHui (Si) B Bonocax 8 p.4. 950
18.23 | TurtaH (Ti) B KpoBM 8 p.4. 950
18.24 | TwutaH (Ti) B Moue 8 p.4. 950
18.25 | TutaH (Ti) B BONOCAX 8 p.4. 950




18.26 | Xpom (Cr) B KpoBu 8 p.4. 950
18.27 | Xpom (Cr) B moue 8 p.4. 950
18.28 | Xpom (Cr) B BONocax 8 p.4. 950
18.29 | MapraHel, (Mn) B KpoBu 8 p.4. 950
18.30 | MapraHeL, (Mn) B move 8 p.4. 950
18.31 | MapraHeLl, (Mn) B Bonocax 8 p.4. 950
18.32 | KobanbT (Co) B KpoBM 8 p.4. 950
18.33 | KobasnbT (Co) B moue 8 p.4. 950
18.34 | Kob6anbT (Co) B BONIOCAX 8 p.4. 950
18.35 | Hukenb (Ni) B KposM 8 p.4. 950
18.36 | Hukenb (Ni) B moue 8 p.4. 950
18.37 | Hukensb (Ni) B Bosiocax 8 p.4. 950
18.38 | Megapb (Cu) B KpoBu 8 p.4. 950
18.39 | Meab (Cu) B moue 8 p.4. 950
18.40 | Megapb (Cu) B Bosiocax 8 p.4. 950
18.41 | UmHK (Zn) B KpoBM 8 p.4. 950
18.42 | UuHK (Zn) B Mmoue 8 p.4. 950
18.43 | UmHK (Zn) B BoNoCax 8 p.4. 950
18.44 | MblwbsK (As) B KpoBM 8 p.4. 950
18.45 | MblwwbsaK (As) B moue 8 p.4. 950
18.46 | MbliwbsK (As) B Bonocax 8 p.4. 950
18.47 | MoanbaeH (Mo) B KpoBu 8 p.4. 950
18.48 | MoanbaeH (Mo) B moue 8 p.4. 950
18.49 | MoanbaeH (Mo) B Bonocax 8 p.4. 950
18.50 | Kagmuin (Cd) B KpoBu 8 p.4. 950
18.51 | Kagmuit (Cd) B moue 8 p.4. 950
18.52 | Kagmuit (Cd) B Bonocax 8 p.4. 950
18.53 | Cypbma (Sb) B Kposu 8 p.4. 950
18.54 | Cypbma (Sb) B moue 8 p.4. 950
18.55 | Cypbma (Sb) B BOnocax 8 p.4. 950
18.56 | PtyTb (Hg) B KpoBM 8 p.4. 950
18.57 | PtyTb (Hg) B Moue 8 p.4. 950
18.58 | PtyTb (Hg) B BONOCAX 8 p.4. 950
ButamuHbl
18.59 | BuTamuH A (petnHon) 8 p.4. 2235
18.60 | ButamuH B1 (TMamuH) 8 p.4. 2235
18.61 | ButamuH B5 (maHTOTEeHOBasA KucaoTa) 8 p.4. 2235
18.62 | ButamuH B6 (nMpnaoKcuH) 8 p.4. 2235
18.63 | ButamuH C (ackopburHOBasA K1caoTa) 8 p.4. 2235
18.64 | ButamuH E (Tokodpepon) 8 p.4. 2235
18.65 | ButamuH K1 (dnnnoxmHoH) 8 p.4. 2235
AMMHOKMUCNOTbI U Aapyrue meTabonutbl
18.66 | AMMHOKMCAOTbI B KpoBM (12 nokasatenei, metog BIXKX-MC) 7 p.A. 4 800
18.67 | AMMHOKMUCAOTBI B MoYe (32 nokasatesneit, meton BIXKX-MC) 7p.A. 5800
18.68 | L-KapHUTWH cBOBOAHBIN B KpoBu (MmeTog BIXKX-MC) 8 p.4. 3850
18.69 | L-KapHWTWH 0bLwmnii B KpoBu (meTog BIXKX-MC) 8 p.4. 3850




18.70 | L-KapHUTWH cBOBOAHBIV 1 06WWMi B KpoBK (MeTog, BIHKX-MC) 8 p.4. 6900
18.71 | L-KapHUTWH cBOBOAHBIV 1 06wWMi B MoYe (meTog BIKX-MC) 8 p.4. 4 800
18.72 | AMMHOKMCAOTbI U aLMAKAaPHUTMHDBI B KpoBM (42 noKasaTtens, metoz BIKX-MC) 8 p.4. 5500
18.73 ﬁg:;:;:;:;aﬂ:::;yp'mse;:&jman)4Hosoro W NIUPUMKUAMHOBOTO obmeHa (24 8p.a 7000
MeTabonmsm XXUPHbIX U OPraHNYEeCKNX KUCNoT

Omera-3 HAEKC: coaepiKaHue 31MK03aneHTaeHOBOW 1 ,OKO3areKcaeHoBOWM
Lo7a | TSI BTOOUOn T OUTO DD | gpa | 50

cepaeYyHoO-cocyamnCTbIX 3ab01eBaHN)
18.75 g;:j;;u:ﬁ::eb:zgzp::;igrbcl;lom Omera-3 B KPOBU ([ OKO3arekcaeHoBas U 8p.a. 4900
1875 | vy " 740"
18.77 gs:ﬁ;:;UJ,EHHbIe KUpPHble KncaoTbl Omera-3 u Omera-6 B KPoBU (KOMMEKCHbIN 8p.a. 9000
18.78 izs:::{:::c:?:.KEZIBIZN(TA'ZZACTreXziFI\)/T(T:,) 0/1eMHaT, Na/IbMUTONIENHHAT, 8p.a 4500
18.79 | OpraHuyeckune KUCNoTbl B KpoBu (meTog MX-MC) 8 p.4. 5200
18.80 | OpraHuyeckune KMCNoTbl B mode (meTog MX-MC) 8 p.4. 5200

AHTMOKCUAAHTHDIN CTaTyC

18.81 | ManoHoBbIl gnanbaern 10 p.Aa. 5000
18.82 | KosH3anum Q10 10 p.Aa. 4200
18.83 | hytatmoH 10 p.Aa. 4200
18.84 | 8-OH-pe3oKcuryaHosuH 10 p.Aa. 4200

OLeHKa OKCMAATUBHOIO CTpecca (KoMMaeKCHoe uccnesoBaHue): koaHsum Q10,
18.85 | BuTamuH E, BuTamuH C, 6eTa-KapoTuH, ryTaTMOH, MaNOHOBbIV AManbaerng, 8- 10 p.Aa. 15370

OH-pe3oKcuryaHosuH (metog BIXKX-MC)

OKCUAATUBHBDIM CTaTyC
18.86 | COJ (cynepokcuaamcmyTtasa) 9p.A 3200
18.87 | NON (nepekncHOe OKUCAEHWE NMNUAOB) 7-8 p.4 2500
18.88 | O6LWMit aHTMOKCUAAHTHBIN cTaTyc (TAS) 7-8 p.4 3200
18.89 | rnyratmoH-nepokcuaasa (M) 7-8 p.4 3200
NEKAPCTBEHHbIA MOHUTOPUHI
CeppaeuHble rMMKo3nAabl
19.1 | OuroKcuH 8 p.4. 4500
19.2 | AMrMTOKCUH 8 p.4. 4500
MmmyHocynpeccopbl
19.3 | Takponumyc 8p.A. 3600
19.4 | Cuponumyc 8p.A. 3600
19.5 LmknocnopuH 8 p.4. 3600
19.6 | AsaTvMonpuH 8 p.4. 3600
19.7 MuKodeHonoBasA KucnoTa 8 p.4. 3600
19.8 | TepudnyHomug, (Abaamo) 8 p.4. 3600
19.9 | 3Beponumyc 8p.A. 3600
AHTMKOHBynbcaHTbI, nporusoanuiaenTn4eCKne npenapartbi

19.10 | BanbnpoeBsas KucnoTa (JenakuH) 8 p.4. 3600
19.11 | KapbamasenuH (PuHnencuH, Terpeton) 8 p.4. 3600
19.12 | lamoTpUAKUH 8 p.4. 3600




19.13 | Tonupamart 8 p.4. 3600
19.14 | ®eHUTOUH 8 p.A. 3600
19.15 | ®eHobapbuTan 8 p.4. 3600
19.16 | AndeHuH 8 p.A. 3600
19.17 | KnoHasenam 8 p.4. 3600
19.18 | /leBeTnpauetam 8 p.4. 3600
19.19 | OKkcKkapbasenuH 8 p.4. 3600
AHTM6MOTUKMU
19.20 | FeHTaMuMLUMH (NPUNOXKUTb 06paseL, NnpenapaTal) 8 p.4. 3600
19.21 | TobpamuumH (NpunoxnTtb obpasew, npenaparal) 8 p.4. 3600
19.22 | BaHKOMMUMH (NpunoxnTb obpasew, npenaparal) 8 p.4. 3600
19.23 | AMMKauunH 8 p.4. 3600
19.24 | UmunmHem 8 p.4. 3600
19.25 | /lnHe3onung, 8 p.4. 3600
19.26 | MeponeHem 8 p.4. 3600
19.27 | Uedenvm 8 p.A. 3600
19.28 | UedonepasoH 8 p.A. 3600
19.29 | UedTtpurakcoH 8 p.A. 3600
19.30 | UunpodnokcaunH 8 p.A. 3600
HECTGPOVIAHI:IE npoTusoBocCna/zinTe/ibHble npenapaTtbl
19.31 | MNapauetamon (AuetammHodeH) 8 p.4. 3600
19.32 | Cannumnatbl 8 p.4. 3600
19.33 | KetonpooeH 8 p.A. 3600
19.34 | MenoKcuKkam 8 p.4. 3600
[Opyrue nekapcrseHHble npenaparbl
19.35 | TeopunnuH 8 p.A. 3600
1035 | e
19.37 | MungpoHat 8 p.4. 3600
19.38 | CynbdopadaH 8 p.A. 3600
19.39 gz;zz;:;ar?:::;;z?)mopmHr ntob0oro npenaparta B KPOBU (NPUNOKUTD 8p.a 3600
HapKomquKue U NCUXOAKTUBHbIE BeLleCTBa B mo4e
19.40 | KaHHabuHoMAbI B pa3oBOM NOPLMM MOYM 4p.4. 1050
19.41 | KoKauH B pa3oBoi NOPLUM MOYU 4p.4. 1050
19.42 | MeTamdeTammH B pa3oBoi NOPLUN MOUM 4p.4. 1050
19.43 | OnwnaTbl B pa30BOM NOPLMN MOYU 4p.4. 1050
19.44 | AmdeTamunH B pa3oBOM NOPLUN MOYMN 4p.0. 1050
BpeaHble NpuBbIYKK (KOMNEKCHOE UcCNe0BaHUE):
19.45 | HMKOTMH, 3TAHOA, MCUXOTPOMHbIE U HAPKOTUYECKMNE BELLECTBA, MCUXOAKTUBHbIE 8 p.4. 4200
/leKapCTBEHHbIE BelLecTsa B Moye
FEHETUKA
OnpeaeneHue poacrtea (Tpebyetca 3anosHeHME aHKETbI)
0.1 2::/;:Znﬂ,bH_K2:aN(‘);;::;;2;>/MaTepMHCTBo, AyaT (pebeHoK v Npeanonaraembiin 10p.4, 15 000
202 AHanus JHK Ha oTLOBCTBO/MaTePUHCTBO, TPUO (pebeHoK, 6e3ycNoBHbIN 10 p.a. 19 000

poauTenb, npeanonaraemblii poamTenb — 25 mapkepos)




AHanus [JHK Ha apyrve suapl poactsa (ot 20 Ao 33 MapKepoB B 3aBUCUMOCTH

20.3 11 p.A. 19 000
OT BMAa POACTBA, Ha ycmoTpeHue nabopaTtopum)
20.4 | JononHUTENbHbIM YYaCTHUK ANA aHaNu3a 10 p.Aa. 10 000
AHK aHanus HeayToCOMHbIX MapKepoB
_ *
0.5 TectMpoBaHue Y-xpomocomsl (3a 1 obpaseL) 10p.4, 12 000
(*TpebyeTcs 3anonHeHe aHKeTbI)
~ *
0.6 AHanus mutoxoHapuanbHoit AHK (3a 1 obpaseL) 10p.4, 37 000
(*TpebyeTcs 3anonHeHWe aHKeTbI)
_ *
50.7 TecTnpoBaHue Y-Xpomocombl (onpeaeneHune ranaorpynnbl y My»KUYnHbI) 10p.a 16 000
(*TpebyeTcs 3anonHeHWe aHKeTbI)
HLA-TunuposaHue
20.8 | HLA B27 (HLA reHotunupoBsaHue | knacca, MLUP) 5p.A. 1350
20.9 | HLA reHotunupoBaHue Il knacca (HLA-DQA1) 7 p.A. 2100
20.10 | HLA reHoTtunupoBaHue Il Knacca (HLA-DQB1) 7 p.A. 2100
20.11 | HLA reHotunupoBaHue Il knacca (HLA-DRB1) 7 p.A. 2100
HLA reHoTunupoBaHue |l Knacca (komnnekcHoe obcneposanne) (HLA-DQAL,
2012 | 1\ A-DQB1, HLA-DRB1) 7PA. 6820
HLA reHotunuposaHue Il Knacca a4na napbl (KomnaekcHoe obcnesoBaHue)
20-13 | (11 A-DOAL, HLA-DQB1, HLA-DRB1) Ha 0fHOFO NALMEHTa 7PA. 7250
20.14 | MeHotMnupoBaHue HLA DRB1 npu peBmaTnyecKkoin natonormm 11 p.a. 3 000
20.15 | TunuposaHune HLA DQ2/DQS8 npu ueanakum 11 p.a. 5500
20.16 | HLA B51 tTunuposaHue (6onesHb bexyeta) 12 p.a4. 4 000
LuroreHeTuKa
20.17 | AHanus KapmoTtmna 1 naumeHTa 19 p.Aa. 4500
20.18 | AHanwms kapuotuna (1 yen.) c poTtorpadueit xpomocom 19 p.a. 5000
20.19 | AHanm3 KapuoTumna c abeppauunamm 19 p.Aa. 5500
¢apMaKOTEHETMKa
dapmakoreHeTrKa. BapdapuH.
20.20 OnpeaeneHne nonMmop¢d13mMoB, aCCOLLUMPOBAHHBIX C METABOIM3MOM 8p.a. 12 000
BapdapwmHa (4 nonumopodusma: CYP2C9 (430 C>T (Argl44Cys)), CYP2C9 (1075
A>C (lle359Leu)), CYP4F2 (1347 C>T (Val433Met)), VKORC1 (-1639 G>A))
MmmyHoreHeTuKa IL28B.
20.21 | OnpegeneHne NoAMMopPPM3MOB, AaCCOLMMUPOBAHHDBIX C GYHKLNAMM 8 p.4. 1500
WHTep/ierKnHa 28B (Tepanua renatuTa C) (rs12979860 (C>T), rs8099917 (T>G))
HacneacrBeHHble 3aboneBaHuA
leHeTUYecKas NpegpacnoioKEHHOCTb K MyKOBUCLEAO3Y 5 nonnmopdusmos B
reHe CFTR: F508Del; delta508; [Delta F508]; 21-KB Del; CFTRdele2,3(21kb);
20.22 8 p.A4. 10 000
2143DelT; [Leub71Terfs]; G551D; Gly551Asp; [1652G>A; G511D]; Trp128Ter;
W1282X
CuHapom ¥unsbepa.
20.23 | OnpeaeneHue nHcepumm (BapnaHTa UGT1A1*28) B npomoTOpHOMN 061acTu 7 p.A. 4100
reHa UGT1A1 (UGT1A1*28; 7-TA insertion in promoter)
CuHppom Hunbbepa - pacwmpeHHoli, 3 nonumopdmsma B reHe UGT1AL
20.24 | )GT1A1*28; UGTIAL*6; rs6742078) IP-A. 6700
20.25 OnpeaeneHve BapuaHTa B reHE: PTPN22 (Arg620Trp; R620W) (caxapHbiii 9p.a. 3900
Anabet 1 Tuna, peBMaTongHbIv apTpuT)
leHeTUYecKas NpegpacnofioKEHHOCTb K caxapHomy amabety 1 1mna, 5
20.26 | o numopduamos: PTPN22; INS; NAA2S; CLEC16A; Intron variant 8p.A. 10000
2027 OnpepeneHne BapuaHToB B reHax TCF7L2 (RS 7903146: IVS3C>T), PPARG 8p.a. 6 500

(Pro12Ala; P12A), ADIPOQ (G276T)




20.28

lFeHoaunarHocTnka 6onesHn BunbcoHa-KoHoBanosa

10 p.Aa.

5760

20.29

lFeHoaunarHocTuka 6onesHn NMapkuHcoHa PARK

10 p.Aa.

11230

20.30

lTeHoaunarHocTuka xopen FeHTUHIToHa (HTT)

10 p.Aa.

17 800

20.31

leHogmMarHocTMKa cuHgpoma LAOACUN (CADASIL) (paHHME MHCYAbTHI,
MUTPEHMN)

10 p.Aa.

5100

CucremHble reHeTUYECKME PUCKH

20.32

KapauoreHeTuka. lmunepToHus.

OnpegeneHve noAMMopd1U3IMOB, aCCOLMMPOBAHHBIX C PUCKOM Pa3BUTUA
apTepuanbHoi runepteHsun (9 nonumopdusmos: ADD1 (1378 G>T
(Gly460Trp)), AGT (704(803) T>C (Met235Thr)), AGT (521 C>T (Thr174Met)),
AGTR1 (1166 A>C), AGTR2 (1675 G>A), CYP11B2 (-344 C>T), GNB3 (825 C>T
(Ser275Ser)), NOS3 (-786 T>C), NOS3 (894 G>T (Glu298Asp)))

13 p.Aa.

4900

20.33

KapauoreHetuka. Tpombodunus.

OnpeaeneHve noAMMopdU3IMoB, aCCOLMMPOBAHHBIX C PUCKOM Pa3BUTUA
Tpombodunnm (8 nonumopdursmos: F2-npoTpombuH (20210 G>A), F5-
npoakuenepuH (1691 G>A (Arg506GIn)), F7-npokoHBEPTUH/KOHBEPTUH (10976
G>A (Arg353GIn)), F13A1-punbpuHasa (G>T (Val34Le)), FGB-pubpuHoreH (-455
G>A), ITGA2-a2-unHterpuH (807 C>T (F224F)), ITGB3-b3-nHTterpuH (1565 T>C
(L33P)), PAI-1-cepnuH (-675 5G>4G))

7 p.A.

2700

20.34

leHeTMKa meTaboM3ma GponaTos.

OnpeaeneHne NOAMMOPPU3IMOB, aCCOLMMPOBAHHBIX C HaPYLIEHUAMM
¢donatHoro umkna (4 nonmmopousama: MTHFR (677 C>T (A222V)), MTHFR (1298
A>C (E429A)), MTR (2756 A>G (D919G)), MTRR (66 A>G (122M)))

7 p.A.

2400

20.35

leHeTMYecKan NpeapacnoNoXeHHOCTb K MHbAPKTY MUOKapaa, 6
noanmopdmusmos: F7 (G10976A), ITGB3 (PIA1/PIA2), ACE (Ins/Del), APOE
(*E2*E3*E4), NOS3 (Glu298Asp), F2 (G20210A).

10 p.Aa.

10500

20.36

MHrnbutop aktneatopa naasmmHoreHa (SERPINE1L (PAI-1)-675 5g/4G

8-9 p.Aa.

1200

20.37

AHanus nonmmopdmsmos B reHax F2 u F5 (dakTopbl cBEpTbIBAtOLLEN CUCTEMDI)

7 p.A.

2500

20.38

OnpeaeneHune BapuaHToB B reHe ApoE
(ApoE (*E2,*E3,*E4; T388C; Cys112Arg; ApoE epsilon 4; SNP92-APOE; C526T;
Arg158Cys; 2198C>T)

8 p.4.

6140

20.39

OnpeaeneHune BapuaHToB B reHe ApoC3
(3 nonnmopousma: ApoC3 (C-482T), ApoC3 (T-455C), ApoC3 (C3238G))

8 p.4.

6900

20.40

Onpepenerne BapuaHTa B reHe PON1 (GIn192Arg; Q192R)

8 p.4.

4700

OHKONOrMYyecKkun pucK

20.41

Onyxonn monoyHol Kenesbl - BRCA. OnpeseneHne nonmumopduamos reHoB
BRCA1 v BRCA 2 (8 noammopousmos: BRCAL (185delAG, 4153delA, 5382insC,
3819delGTAAA, 3875delGTCT, 300T>G(Cys61Gly), 2080delA), BRCA2
(6174delT))

7 p.A.

3800

20.42

Onyxoan MOJIOYHOM Kenesbl U AUYHUKOB - PACLUMPEHHDbIN KOMEKC:
onpeaeneHne mytaumii B reHax BRCA1/2, FGFR2 n CHEK2

(21 nonumopdumsm: BRCA1 ((185DelAG; 65Del), (5382InsC), (4153DelA;
4154DelA), (A1708E/V; Alal708Glu/Val), (Argl699Trp; R1699W), (C61G;
Cys61Gly; C61G/R; Cys61Gly/Arg)), BRCA2 ((6174DelT), (Asn372His; N372H),
(Asn991Asp; N991D)), CHEK2 ((Ile157Thr; 1157T), (1-bp Del, 1100C; 1100DelC),
(Pro85Leu; P85L), (Argl81His; R181H), (Glu239Lys/Ter; E239K/X), (Argl81Cys;
R181C)), FGFR2 ((rs1219648), (rs2981578), (rs7895676), (rs2981582),
(rs3135718), (rs2981579)))

8 p.4.

26 000

20.43

PucK pa3BuTMA onyxoneit MOSIOYHOM XKenesbl Ha poHe Npruema opanbHbIX
KoHTpauenTtneos (8 nonumopousmos: AR ((CAG)n repeat; (3bp)n, Short/Long
(S/L); BRCA1 ((185DelAG; 65Del), (5382InsC), (4153DelA; 4154DelA),
(A1708E/V; Alal708Glu/Val), (Argl699Trp; R1699W)), BRCA2 ((6174DelT),
(Asn991Asp; N991D)))

8 p.4.

18 750

20.44

YyBCTBUTE/ILHOCTb CTEPOUAHBIX PELLENTOPOB (ICTPOreH, NporecTepoH), 5
nonmmopodusmos: ESR1 (Xbal polymorphism; Pvull polimorphism; Btgl
polymorphism), PGR (PROGINS allele; rs608995).

10 p.Aa.

11560




20.45

[eHeTMYecKan NpeapacnooXEHHOCTb K PaKy WeNKK MaTku (6
noammopodmsmos: MTHFR (C677T), TP53 (Arg72Pro), PTEN (rs587776667),
EPHX1 (Tyr113His), TLR2A (-15607G), TLR4 (Thr399lle))

10 p.Aa.

12 000

20.46

NccnepgosaHme nonnmopdusamos B reHe TP53 (Arg72Pro; R72P; p53 codon 72)
(onyxonv mono4HoM Kenesbl)

10 p.Aa.

4600

20.47

UccnepoBaHne KOANPYIOLLMX 3K30HOB reHa MLH1 (HenoannosHbIi pak ToNCToM
KMLLUKM, PaK KenyaKa, pak Tena matku, 4 nonmmopdusma: MLH1 ((His329Pro;
H329P), (Pro648Ser; P648S), (Ala681Thr; A681T), (G-93A))

8 p.4.

9500

20.48

[eHeTMYecKan NpeapacnoNoXeHHOCTb K HacieACTBEHHOMY HEMoANMO3HOMY
KO/IOpeKTaNbHOMY paKy (cuHApom JlnHua). MccnegoBaHue KoaMpPyOLWMX
3K30HOB reHa MSH2, 8 nonnmopduamos: MSH2 ((C1168T; Leu390Phe),
(rs2059520), (T-118C), (G9C), (T-6C), (A12G), (G1032A; Gly322Asp), (G1906C;
A636P))

8 p.4.

14 000

20.49

leHeTMYecKan NpeapacnoNoXeHHOCTb K CeMeHOMY aaeHOMaTO3HOMY
NnosiMnNo3y TONCTOM KULWKMK, 6 nonnmopduamos: APC (1309Del5; lle1307Lys;
Glu1317GIn; 1061Del5), MUTYH (Gly396Asp; Tyr165Cys).

10 p.Aa.

10 000

20.50

MccnepgoBaHme KoaMpYOLWMX 9K30HOB reHa MSH6 (HenoiMnosHbIi pak TOACTOM
KMLLUKM, PaK KenyaKa, pak Tena maTtku, 4 nonumopdusma: MSH6 ((Gly39Glu;
G39E), (rs1800932), (G-101C), (G-556T)))

8 p.4.

8900

20.51

MccnenosaHne KoanpyoLWmx 3K30HoB reHa APC (ageHOMaTO3HbI NoAnMos,
MO/IMNO3HbIN PaK TONCTON KULLKK, AECMOUAHbIE ONYX0AK, 4 nonumopousma:
APC ((1309Del5), (Ile1307Lys; 11307K; lle1289Lys), (Glu1317GIn; E1317Q;
Glu1299Gln), (1061Del5)))

8 p.4.

8900

20.52

UccnepoBaHne KOAMPYOLLMX 3K30HOB reHa MUTYH (ageHoOMaTO3HbIN NoAMnos,
MOJIMNO3HbIN PaK TONCTON KULWIKKU, LECMOUAHbIE OMyXoaun, 2 noaumopdusma)

8 p.4.

6 550

20.53

leHeTMYecKan NpeapacnoNoXeHHOCTb K PaKy enyaka, 14 nonmmopdrsmos:
GSTT1 (Null genotipe), MTHFR (C677T), MTRR (lle22Met), CDH1 (C-160A;
rs17690554), HFE (His63Asp), ADD1 (Ser586Cys), ADH1B ADH1B*1/*2
(Arg48His), CDH1 (C2076T), FCGR2A (His131Arg), MSH2 (C1168T), NAT2
(Gly286Glu), TNF (G-308A), IL10 (T-819C).

10 p.Aa.

22000

20.54

[eHeTMYecKan NpeapacnoNOXEHHOCTb K PaKy NoAXKenyA04HOM xenesbl, 2
nonvmopdmsma: SOD2 (Vall6Ala), CFTR (F508Del).

10 p.Aa.

5670

20.55

MccnepgoBaHme Koampytowmx sk3oHoB reHa CDH1 (pak »kenyaka, 3
nonmmopdmsma: CDH1 ((C-160A; A-284C), (C2076T), (rs17690554)))

8 p.4.

7 250

20.56

MccnepgoBaHme Koampytowmx ak30HoB reHa BRCA2 (pak npeacrtatesibHoM
»enesbl, 3 nonmmopdunsama: BRCA2 ((6174DelT), (Asn372His; N372H),
(Asn991Asp; N991D)))

8 p.4.

7 250

20.57

MccnepgoBaHme Koampytowmx ak3oHoB reHa BRCAL (pak npeacrtatesibHoM
enesbl, 6 nonnmopopuamos: BRCAL ((185DelAG; 65DelT), (5382InsC),
(4153DelA; 4154DelA), (A1708E/V; Alal708Glu/Val), (Argl699Trp; R1699W),
(C61G; Cysb1Gly; C61G/R; Cys61Gly/Arg)))

8 p.4.

12 500

20.58

leHeTUYecKas nNpegpacrnoioKeHHOCTb K menaHome (6 nonnmopdusmos: CDK
(101VS2+171A>G), TYR (rs10765198; rs11018528; rs1847134; rs10830236;
Arg402GlIn).

8 p.4.

10 000

20.59

leHeTUYecKaa pacnoNoXeHHOCTb K KapLMHOME LWMTOBUAHON Kenesbl
(memynnspHoi): onpegeneHne mytaunn B reHe RET, 4 nonumopdusma: RET
((Cys611; Cys611Trp), (Cys618; Cys618Ser/Arg), (Cys609; Cys609Tyr/Arg),
(Cys634; Cys634Gly/Tyr/Ser/Phe/Arg/Trp)))

8 p.4.

7 500

20.60

[JwnarHoctnka cemenHOro MeaynaapHOro paka LWMTOBUAHON XKenesbl U
cuHgpomos M3H 1 un 2A, 2B

9-10 p.Aa.

7 500

20.61

Puck pa3BuTua neikemuun. OnpeaeneHne noaMmopduUsmoB, acCoLMMPOBaHHbIX
C PUCKOM pa3BuTUA neirkosa (9 nonmmopoursmos: IL4 (C-589T; C-590T), MLH1
(G-93A), MTHFR (C677T; Ala222Val; A222V), MTHFR (A1298C; Glu429Ala;
E429A), NQO1 (Pro187Ser; C609T; NQO1*2), NQO1 (Argl39Trp; C465T;
NQO1*3), PTGS2 (-1424A>G (COX2 -1195G>A)), PTPN22 (Arg620Trp; R620W),
SOCS1 (rs243327))

8 p.4.

18 500

FeHeTUYECKUIA PUCK HApYLLUEHUA PenpoAYKTUBHOM GYHKLUK




20.62

Myskckoe becnnoame: OnpeaeneHue reHeTUYECKUX NPUYMH a300CNepMmm
(Mukpogeneunn Y-xpomocomeol no nokycam AZF (a,b,c): AZFa (sY84, sY86,
sY615); AZFb (sY127, sY134, sY142, sY1197); AZFc (sY254, sY255, sY1291,
sY1125, sY1206, sY242))

10 p.Aa.

2700

20.63

FeHeTUYecKas YyBCTBUTE/NIbHOCTb K aHAporeHam (4 noanmopdusma s reHe AR:
AR ((CAG)n repeat; S/L), AR (E211G/A; AR-E211G>A; [E211G>A]), AR
(rs6625163), AR (rs2223841))

10 p.Aa.

7 800

20.64

[eHeTnyecKan npeapacnoNoXeHHOCTb K TMPCYTU3MY U TMNepaHApPOreHnmn
(CYP21A2CYP21A2*8 (Pro30Leu))

10 p.Aa.

4600

20.65

eHckoe becnnogue.

OnpeaeneHne NOAMMOPPU3IMOB, aCCOLMMPOBAHHBIX C PA3BUTUEM }KEHCKOTo
6ecnnogua (7 noammopdusmos: AR (E211G/A; AR-E211G>A), AR (rs6625163),
AR (rs2223841), AR ((CAG)n repeat; (3bp)n, Short/Long (S/L)), SRD5A1
(rs1691053); Polyglycine repeat, Short/Long (S/L)), CYP17A1 (A2 allele; T-34C),
SERPINE1 (4G/5G; PAI1: 4G/5G; Ins/Del G))

10 p.Aa.

12 200

20.66

[eHeTHnyecKan npeapacnoNoXXeHHOCTb K SHOOMETPUNO3Y, 9 I'IOﬂMMOpCbMBMOBZ
TNF (G-308A), TPS3 (Arg72Pro), IL6 (G-174C), CYP17A1 (A2 allele), ESR1,
VEGFA, PGR, GSTM1, GSTT1

8 p.4.

18 650

20.67

[eHeTMYecKan NpeapanoNoXKeHHOCTb K HapyLWeHo MMNaaHTauumM ambproHa
(6nactoumctbl) (12 nonmmopousmos) (ESR1 Xbal Polymorphism ; ESR1 (Pvull
Polymorphism ); TP53; HTR1A; LIF (Val64Met; Val86Met); MDM2; MDM4;
PTGS2; SLC6A4; TNF; USP7)

8 p.4.

23500

20.68

BepeMeHHOCTb - KOMMNIEKC.

OnpeaeneHne NOAMMOPPU3IMOB, aCCOLUMPOBAHHBIX C PUCKOM
HeBblHAWMBaHUA bepemeHHocTH (12 noanmopdunsmos: F2-npoTpombuH (20210
G>A), F5-npoakuenepuH (1691 G>A (Arg506GIn), F7-npoKkoHBepTUH/KOHBEPTUH
(10976 G>A (Arg353GIn)), F13A1-dnbpuHasa (G>T (Val34Le)), FGB-dpmbpuHoreH
(-455 G>A), ITGA2-a2-uHTerpuH (807 C>T (F224F)), ITGB3-b3-uHTterpuH (1565
T>C (L33P)), PAI-1-cepnuH (-675 5G>4G), MTHFR (677 C>T (A222V)), MTHFR
(1298 A>C (E429A)), MTR (2756 A>G (D919G)), MTRR (66 A>G (122M)))

7 p.A.

3300

20.69

Puck npeaknamncuu.
OnpepeneHne BapuaHToB B reHax AGT (Met235Thr; M235T; Met268Thr;
M268T), ACE (Ins/Del, Intron 16; 289bp Alu-Ins/Del)

8 p.4.

4900

20.70

[eHoAMarHOCTUKa aApeHoreHMTaNbHOro CMHAPOMA
(11 myTaumii B reHe CYP21A2)

12 p.a.

9 200

,D,pyme KOMnN/N1eKCHble reHeTu4eCKkme nccaepoBaHua

20.71

Komnnekc "Anoneums"
(9 nonumopdmamos: AR, EDA2R, IL1B, ILIRN, IL6, LOC100270679, MIF, NC-
000020.10, PTPN22)

8 p.4.

19 850

20.72

leHeTMYecKan NpeapacnoNOXeHHOCTb K aTOMMYECKOMY AepMaTUTy, 5
nonmmopousmos: GSTT1 (Null genotipe), GSTM1 (Null genotipe), FLG (P478S),
1110 (A-1082G), TNF (G-308A).

10 p.Aa.

9 000

20.73

leHeTU4YecKan NpeapacnoNoXeHHOCTb K ncopuasy, 2 noammopousma: 1110 (A-
1082G), TNF (G-308A).

10 p.Aa.

7 200

20.74

Komnnekc "AkHe"

(13 noanmopousmos: AR ((CAG)n repeat; S/L), AR ((GGN)n repeat; S/L),
CYP17A1 (A2 allele; T-34C), CYP21A2 (CYP21A2*15; Val281Leu; V281L),
CYP21A2 (CYP21A2*10; Del 8 bp E3), CYP21A2 (CYP21A2*9; A/C655G),
CYP21A2 (CYP21A2*8; Pro30Leu; P30L), CYP21A2 (CYP21A2*11; lle172Asn;
1172N), CYP21A2 (CYP21A2*17; GIn318Ter; Q318X), CYP21A2 (CYP21A2*18;
Arg356Trp; R356W), CYP21A2 (CYP21A2*19; Pro453Ser; P453S), FSHB
(Tyr76Ter; Y76X; Tyr94Ter; Y94X), IL1A (G4845T), NOD1 (T-160C; G796A), TNF
(TNF-308; G-308A))

8 p.4.

24 860

CnOpTMBHaﬂ reHeTukKa




20.75

leHeTMYecKan NpeapacnoNoXeHHOCTb K CNIOPTUBHOM TpaBme, 6
noammopodmsmos: COL1AL (Spl-polymorphism), COL1A1 (G-1997T), COL5A1
(BstUI RFLP), VDR (b/B), TNC (lle1677Leu), TNC (A>G)

10 p.Aa.

13870

20.76

FeHeTUYecKas NpeapacnoNoeHHOCTb K BbICOKOW BbIHOCAMBOCTH, 3
noanmopdmusma: ACE (Ins/Del), NOS3 (4b/a), PPARA (Intron 7C/G).

10 p.Aa.

7950

OTcraBaHue pasBUTUA Y AETGVI nanunencnumn JEeTCcKoro so3pacta

20.77

MoneKkynApHbI CKPUHUHT XPOMOCOMHbIX aHOMaNUIA:

Tpucomuu: c-m [ayHa (Tpucomma 21 xp.), c-m 3aBapaca (Tpucomma 18 xp.), c-m
MNaTay (Tprcomus 13 xp.);

HapyweHwue yncna X-xpomocom: c-m KnatHdenotepa, c-m LLepelwesckoro-
TepHepa, c-M TPOMHOM X-XPOMOCOMbI;

CybTenomepHble geneummn: aucmopduyeckme U3SMeHeHUA U OTCTaBaHMe
passuTUA

14 p.a.

8 600

20.78

MoneKynapHbIN CKPUHWMHT Ha MUKpoZeneLun/MmnukpoaybanKaLmm XxpoMocom:
MuKpoaeneumm n mukpoaynankaumm: c-m Ouxopau, c-m Mpagepa-Bunnum n
C-M AHresibMaHa, C-m KoLWaubero KpuKa,

c-m Bunbamca-bolipeHa v ap. natonoruu;

HapyweHue yncna X-xpomocom: c-m KnatHdenotepa, c-m LLepelwesckoro-
TepHepa, c-M TPOMHOM X-XpOMOCOMbI

14 p.a.

8 600

20.79

MonekynapHoe nccienosaHune Yyncaa X-xpoMmoCcom:

C-m KnaitHdenbTepa: oTcTaBaHMe pa3sButua, becnaoaue;

C-m Lepeluesckoro-TepHepa: oTcTaBaHWe pa3suTusa, Gecnaoame,
rOPMOHa/IbHbIE U3MEHEHUA, HU3KOPOCOCTb;

C-M TPOMHOI X-XpPOMOCOMbI: OTCTaBaHME Pa3BUTUA, TOPMOHA/IbHbIE N3MEHEHUA

12 p.a.

4350

20.80

leHoAMarHoCTMKa cuHgpoma MapTuHa-benna (nomkasa X-xpomocoma)

12 p.a.

4700

3aknoyeHue No reHeTUYECKUM Uccnefo0BaHUAM

20.81

AHannTU4eckoe 3akatveHue Bpaya-reHeTnka no ogHOMy I'IpO(bVII'IPO

9p.4.

3150

OWATHOCTUYECKUE NPO®UIN UCCNEAOBAHUMN




20.82

Mpodunb "KomnnekcHoe obcnesoBaHne naumeHToB ¢ nogospeHnem Ha COVID-
19 n OP3 gna paHHEro BbIABNEHUA U NPOPUNAKTUKM PAa3BUTUA OCNIOXKHEHUI
UHbexkummn"

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neiikounTos)
2 - CO3 (no BecrteprpeH)

3 - A-Anmep

4 - TPONOHMH |

5 - O6wmit 6enoK B KPOBM

6 - ANbObyMUH

7 - C-peaKTnBHbIN 6enoK (yNbTpayyBCTBUTE bHbIN)

8 - NAr (nakTatgernaporeHasa)

9 - ACT (acnapTatammHoTpaHcdepasa)

10 - ANT (anaHMHaMUHOTpaHCcpepasa)

11 - ITTN (ramma-rnyTamMmaTpaHcnenTnaasa)

12 - BUAUpPYyOUH 06LWLMIA

13 - MoyeBuHa

14 - KpeaTuHuH

15 - MoueBas Kucnota

16 - }Kene3o cbIBOPOTOUHOE

17 - ®eppuTtuH

18 - UHTepnenkmH 6

19 - O6bwuii aHann3 moum

3p.A.

4350

KomnneKcHble aHanu3bl ana aetei

211

Npodunb «MHPeKUUM y HOBOPOKAEHHDBIX - BUOXMMUUECKUIN»
1-CPb

2 - Anbda-1-Kucnblii rMKONPOTEUNH

3 - Anbda-1-aHTUTPUNCUH

4 - FanTornobuH

3p.A.

2750

21.2

MNpodunb «Moii pe6eHOK naeT B Caguk uam B LUKOAY»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)

2 - CO3 (BecteprpeH)

3 - Tnioko3a

4 - Obwuit aHaNN3 MoK

5 - UccnepoBaHue Kana Ha npocTenwne 1 Aiua reIbMMHTOB (MUKpPOCKoNKUA)
6 - UccnepoBaHuWe Ha 3HTEPO6MO3 (MMKpOCKoNUA)

3p.A.

1500

213

Npodunb «MpodunakTuuecknii ans gereit ot 0 ao 1 roga»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)

2 - CO3 (no BecrteprpeH)

3 - O6wWMit aHaNM3 Mmoun

4 - O6wMit aHanu3 Kana (Konporpamma)

5-¥Yrnesogbl B Kane

6 - NMoces Kana Ha gucbakTepnos

7 - OnpepgeneHne YyBCTBUTENLHOCTU K BaKkTeprodaram BblLeNEHHOTO
MMKpoopraHmMsma (bakrepumn)

6 p.A.

3150

21.4

MNpodunb «AnarHoCcTUKA paxuTa y aeTeii Ao 5 ner»

1 - MapaTupeongHbiii rOPMOH (MapaTropMOoH), MHTAKTHbIM
2 - Kanbunin obwimii

3 - Kanbumii MOHN3UPOBaHHBIM (Ca++)

4 - 25-OH ButamuH D ob6wmii (25-ruapokcmkansumdepon)
5 - docdop B moue (pasosas nopums)

6 - Kanbumii B Moye pa3oBoi (TonbKo gna aeteit ao 5 net!)

3p.A.

2700

215

MNpodunb «MMMyHUTET K B,eTCKUM UHPEKLUAM

1 - AT K Bupycy Bapuuenna-3octep 1gG (Konmu.)

2 - AT K BUpYycy Kopu 1gG (Measles IgG) (nonykon)

3 - AT K Bordetella pertussis IgG (Bo36yauTens Kokatowa)
4 - AT K BUpycy napotuta IgG (Mumps IgG)

5 - AT K BUpYycy KpacHyxu IgG (Rubella 1gG)

6 p.4.

4200




21.6

MNpodunb «ExxeroaHoe o6cnepoBaHmne pebeHKa»
1 - O6wwmit aHanus Kposu (CBC/Diff - 5 bpaKumit neitkounTos)
2 - CO3 (no BecrteprpeH)

3 - 06wuit 6enok

4 - KpeaTuHuH

5 - MoueBuHa

6 - XonectepuH obLmit

7 - Thiokosa

8 - A/IT (anaHMHamunHoTpaHcdepasa)

9 - ACT (acnapTatammHoTpaHcdepasa)

10 - BUAnpydUH 061K

11 - BUAnPYOUH NpPsMOW (KOHbIOTMPOBAHHbIIA)

12 - }Kene3o cbIBOPOTOUHOE

13 - WLenoyHana pocdartasa

14 - Kanbunit obwmin

15 - TTT yyBCTBUTENbHbIV (TMPEOTPONHBIA FOPMOH)
16 - UmmyHornobynuH E (IgE o6wmit)

17 - O6wmit aHanmn3 Kana (Konporpamma)

18 - UccnepoBaHme Ha 3HTEPOBUNO3 (MUKPOCKONUSA)
19 - O6wuii aHann3 mouu

3p.A.

4000

21.7

Npodunb «Yacto 6onerowwmin peb6eHoK (C 3aTAXKHbIM Kaluaem)»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)

2 - UmmyHornobynuH E (IgE obwmin)

3 - AT K Chlamydia pneumoniae IgM nonykonnu.

4 - AT K Chlamydia pneumoniae IgG nonykonmy

5 - AT K Mycoplasma pneumoniae IgM

6 - AT K Mycoplasma pneumoniae I1gG

7 - AT K Bordetella pertussis IgG (Bo36yauTens Kokatowwa)

8 - AT K Bordetella pertussis IgM (Bo36yauTenb KokntoLwwa)

9 - AT K BMpYycy npocToro repneca 1 Tmna IgG (Herpes (HSV) 1 IgG)( nonykon)
10 - AT K BUpYcy npocToro repneca 2 Tmna IgG (Herpes (HSV) 2 IgG) (nonykon)
11 - AT K BUpYycy npocToro repneca 1 n 2 tuna IgM (Herpes (HSV) 1+2 IgM)
12 - AT K umMTomeranosupycy IgG (CMV IgG)

13 - AT K umMTomeranosupycy IgM (CMV IgM) (nonykon)

14 - NoceB maTepmnana BepXHUX AblxaTe/IbHbIX MyTeM Ha MUKpOdopY C
onpezeneHMem YyBCTBUTENbHOCTU K aHTUBMOTUKam™ (3eB)

6 p.A.

10875

21.8

MNpodunb «AnarHocTMKa MHPEKLMOHHOrO MOHOHYK/1IE03a»

1 - AHTUTeNa K AgepHOMY aHTUreHy BUpyca InwTeiHa-bapp 1gG, EBV EBNA IgG
2 - AHTUTENa K KancugHOMY aHTUreHy BUpyca SnwTeiHa-bapp IgM, EBV VCA
IgM

3 - Bupyc dnwreiHa-bapp, AHK EBV, Kau.

4 - 06wmit aHanms Kpoeu (CBC/Diff - 5 dpakumin neitkounTos)

3p.A.

2 560

21.9

Mpodunb «OcTpble BUPYCHbIE KMLLIEYHble UHPEKLUN»
1 - SHTeposupyc, PHK Enterovirus, Kau.,

2 - Potasupyc, PHK Rotavirus A, C, Kau.,

3 - Hoposwupyc, PHK Norovirus 1 1 2 TMnos, Kau.,

4 - Actposupyc, PHK Astrovirus, Kau.

13 p.Aa.

2670

CepaeyHo-cocyaucTasa cuctema




21.10

MNpodunb «Kapgmopuck»
1- NT-pro BNP

2 - TpONoOHWH |

3 - FTomouuctenH

4 - C-peaKTUBHbIN 6enokK
5 - XonectepuH

6 - Tpurnuuepuabl

7 - XonectepuH JIMHMN-npamoe onpeaeneHue
8 - XonectepuH JINBMN

9 - lImnonpoteuH Lp(a)

10 - D-anmep

11 - KpeaTnHKMHa3a

12 - KpeaTnHKnHaza MB
13-n4r

14 -nAr-1,2

3p.A.

6 700

21.11

Npodunb «Tpom603bI»

1- D-gumep

2 - AHTUTPOMBUH-III

3 - KapanoreHeTtnka Tpombodunus

7 p.A.

3800

21.12

Npodunb «/IMNUaHbIA CTaTyC»

1 - XonectepuH,

2 - XonectepuH JINMHM (npsmoe onpeaenexHue)
3 - XonectepuH JIMBMN

4 - Tpurnuuepuabl

5-AN0 Al

6-AMNOB

7 - NunonpoteuH Lp(a)

8 - HAeKc aTeporeHHOCTH

3p.A.

2100

21.13

JIunugHbIN NpoduNb COKpaLLLEHHbI:

1 - XonectepuH,

2 - Tpurnuuepuabl

3 - XonectepuH JINBMN

4 - XonectepuH JINHM (npamoe onpegeneHune)
5 - HaeKc aTeporeHHOCTH

3p.A.

900

O6cnepoBaHue NeyeHn

21.14

Mpodunb «FenaTtuTbl - CKPUHUHI»
1-Tenatut A: HAV IgM

2 - Tenatut B: HBsAg

3 - Fenatut C: aHTU-HCV (cymmapH.)

3p.A.

1400

21.15

Npodunb «FenaTnTbl - paclUMPEHHDbIN»
1 - Tenatut A: aHTn HAV IgM

2 - Tenatut B: HBsAg

3 - Fenatut C: aHTU-HCV (cymmapH.)

4 - Tenatut D: aHTN-HDV IgM

5 -Tenatut E: aHTK-HEV IgM

6 - Ffenatut G: PHK HGV (MNLP)

7 -Tenatut TT: AHK TTV (NLP)

6 p.4.

5780




21.16

Mpodunb 6MoxMmmnueckunii «PyHKUMA neyeHn»
1-ANT

2-ACT

3-TIT

4 - XonnHacTepasa

5 - WenoyHas pocdaTasa
6 - BUANPYOUH 06LLMIA

7 - BuanpybuH npamoin

8 - 06wt 6enok

9 - AbBbYMUH

10 - NpeanbbymmH

11 - UepynonnasmunH

3p.A.

3600

21.17

dubportect (HemHBa3snBHaA gUarHoctuka ¢pubposa neyeHm)
- Buoxmmmyeckme nokasatenun paboTbl neveHn

- Cneunduyeckme 6enku

- KomnbTepHan o6paboTka AaHHbIX BrolpegnkTme

8 p.4.

12 450

21.18

dunbpomakc (HeMHBA3UBHAA pPacCLUIMPEHHAA AMArHOCTUKA NOPaXKeHWUt nevyeHu)
- Buoxummyeckme nokasatenn paboTbl NeYeHn U IMNUAHOro obMeHa

- Cneunduyeckme 6enku

- KomnbTepHan o6paboTka AaHHbIX BrolpegukTme

8 p.4.

12 680

21.19

CTeaToCKpUH (HeMHBa3uBHaA ANArHOCTMKA CTeaTo3a neyeHu)

- Buoxummyeckme nokasatenn paboTbl NeYeHn U IMNUAHOro obMeHa
- Cneunduyeckme 6enku

- KomnbTepHan o6paboTka AaHHbIX BuollpegnkTme

7 p.A.

11560




21.20

MNpodunb «PaclumpeHHoe obcnegoBaHMe NeYeHU»
1 - ANT (anaHnHamuHoTpaHchepasa)

2 - ACT (acnapTatammHoTpaHcdepasa)

3 - ITT (ramma-rnyTamunTpaHcnenTuaasa)

4 - XonnHacTepasa

5 - WenoyHas pocdaTasa

6 - BUANPYOUH 06LLMIA

7- BUANpPYBUH NpsaMoi (KOHbIOTMPOBAHHbII)
8 - 06wt 6enok

9 - AnbBYMUH

10 - NpeanbbymmH

11 - UepynonnasmunH

12 - Anbda-ammnasa

13 - Anbda-dpetonpoTenH (ADM)

14 - NAr (nakTataerngporeHasa)

15 - KpeatnHdpocdokunHaza

16 - MpoTpombuH (no Keuky) + MHO

3p.A.

4900

O6cnepoBaHMe noyek

21.21

Npodunb Guoxmmunuecknii « PyHKUUA NoYeK»
AHanus KpoBu:

1 - MoueBMHa

2 - KpeaTtunHuH

3 - MoueBas Kucnota

4 - 0bwuii 6enok

5 - AnbbyMUH

6 - Kanwnii/Hatpuii/Xnop

AHanms moun*:

7 - O61WMit aHaNM3 Mmoun

8 - benok B moye

9 - MMUKpoanbbymuH B Mmoye

10 - KpeaTuHUH B moye

11 - Mo4yeBnHa B moye

12 - MoueBasd KMcnoTa B moye

13 - Kanwuit /HaTpuit /Xnop B moue
* - pasoBas NopLmA MoUM

3p.A.

2 800

O6cnepoBaHue CMCTEMbI NULLLEBAPEHUA

21.22

Mpodunb «Pa3sepHyTOE 06CNEAOBaHME CUCTEMBI NULLIEBAPEHUA»
1 - Anbda-ammnnasa

2 - Anbda-amniasa NaHKpeaTUyeckan

3 - /lunasa

4-ACT

5-ANT

6-ITT

7 - WenoyHas pocdaTasa

8 - XonnHacTepasa

9 - BUANPYOUH 06LLMIA

10 - BUnnpybUH Nnpsmon

11 - AT K Helicobacter pylori 1gG (konnu.)

4p.4.

2 300

Onaber




21.23

Npodunb «Puck gnabera»

1 - Fnokosa

2 - [INKO3WUNMPOBAHHbBIN remornobuH

3 - ®pyKTO3aMMH

4 - UHcynuH

5 - C-nentng

6 - AHTUTeNna K beTa-KneTkam noarKenyno4yHom Kenesbl
7 - AHTUTENa K MHCYNHY

8 - AHTUTenNa K rnoTamaTtaekapbokcunase (GAD)

7 p.A.

6 550

O6cnepoBaHue WUTOBUAHOM Kenesbl

21.24

Mpodunb «LLinToBUAHAA XKenesa - pacliUpPEeHHbIA»
1-TTr

2 - T4 ceobogHbIN

3 - T3 cBobogHbIN

4 - T4 obwmi

5-T3 obwuii

6 - AHTuUTEena K TNO

7 - AHTuTena K Tl

8 - AT K peuentopam TTI

9 - TupeornobynuH

3p.A.

5320

Pesmatonoruyeckoe obcnegosaHue

21.25

MNpodunb «PeBMaToNOrMYECKUin»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dpaKumit neiikounTos)
2 - CO3 (BecteprpeH)

3 - C-peaKTuBHbIN Henok

4 - AHTUctpenTtonunsuH O

5 - PeBmaTounaHbii pakTop

6 - AHTn-LLn

7 - MoueBas Kucnota

8 - C4 KOMNOHEHT KOMNAEMEHTA

9 - C3 KOMNOHEHT KOMNAEMEHTA

10 - AHTUsAepHble aHTUTeNa (ANA)
11 - AHTUTeNna K 2-x cnnpanbHon AHK

4p.4.

7 850

KocTHbIY meTabonusm

21.26

Npodunb «KocTHbIt meTabonnam-ob6meH Kanbuma»
1 - ®dochop

2 - Kanbumii MOHN3UPOBaHHbIM (Ca++)

3 - 25-OH-ButamumH D

4 - [TapaTtropmoH

5 - KanbUNTOHUH

3p.A.

3200

21.27

Npodunb «OcTreonopos»
1 - Beta-Cross-Laps

2 - OcTeoKanbuUMH
3-P1INP

12 p.a.

3800

AunarHoctnka aHemum




21.28

MNpodunb «AHEMUA XPOHUUYECKaAA»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)
2 - PeTukynouymol

3 - CO3 (BecTteprpeH)

4 - }eneso

5 - }enesocsAsbiBatoLWan CnocobHOCTb CbIBOPOTKM
6 - TpaHcdeppuH

7 - ®eppuUTuH

8 - ButamuH B12

9 - donnesan Kncnota

10 - FanTorno6buH

3p.A.

3300

21.29

MNpodunb «Femonus (octpas aHemua)»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)
2 - PeTukynouymTol

3 - CO3 (BecTteprpeH)

4 - }eneso

5 - ®eppuTtuH

6 - CPb

7 - Anbda-1-Kucnblii rMKONPOTEUNH

8 - FanTornobuH

3p.A.

3600

O6Lwee cocToAHME OpraHU3Ima

21.30

Mpodunb «ExxeropHoe ob6cnegoBaHune»
1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dpaKumit neitkounTos)
2 - CO3 (BecTeprpeH)

3 - O6wWMit aHaNM3 Moun

4 - HBAlc

5 - XonectepuH

6 - Tpurnnuepuabl

7 - CPb

8 - 06wt 6enok

9 - MoueBuHa

10 - KpeaTuHuH

11 - MoueBas Kucnota

12 - ACT

13-ANT

14-TTT

15 - WenoyHana pocdartaza
16 - BUAUPYOUH 06LLMIA

17 - ®eppuTtuH

18 - MarHui

19 - Kanbunit obwmin

20 - 25-OH-gutamuu D

21 - ButamumH B12

22 - donunesas K-Ta

23-TTT

24 - T4 cBob0oAHbIN

25 - AT K Helicobacter pylori

4p.4.

6 350




21.31

Mapa3sutapHble MHBA3UM (KOMMJIEKCHOE UCCef0BaHUE): onpeaeneHne
CYMMapHbIX aHTUTeN K nambausam (Giardia lamblia), onuctopxam (Opisthorchis)
1gG, axMHOKOKKY (Echinococcus) 1gG, Tokcokape (Toxocara canis) IgG,
TpuxuHenne (Trichinella) IgG, Ackapuzae (Ascaris) 1IgG, cBuHOMYy LienHto (Taenia
solium), cymmapHsble aHTUTena K Helicobacter pylori

3p.A.

2 350

21.32

NPO®UNDb «MNepea BakyuHaumeii ot COVID-19»

Cocras:

1 - O6wwit aHanm3 Kposu (CBC/Diff - 5 dpaKkumit nerikoumTos)

2 - ANIT (anaHMHamuHOTpaHchepasa)

3 - ACT (acnapTatamuHoTpaHcdepasa)

4 - C-peaKTuBHbI 6e0K (ybTpayyBCTBUTEbHbIN)

5 - UmmyHornobynuH E (IgE)

6 - KpeaTuHuH

7 - AHTuTena knacca G (IgG) k SARS-CoV-2 (COVID-19) metogom UDA (onpeseneHne UMMYHHOTO
OTBETa K KOPOHABMUPYCY), KAYeCTBEHHOE UCCNea0BaHne

8 - AHTuTena Knacca M (IgM) k SARS-CoV-2 (COVID-19) metogom DA (onpeaeneHne octpoit dasbl
KOPOHAaBMpYCa), Ka4ecTBEHHOE UCCaef0BaHNe

3p.A.

1750

21.33

NPO®Ub «MocTBaKUMHANBHDIW U eCTeCTBEHHbI UMMYHUTET K COVID-19 (S + N 6enok)»
Cocras:

1 - OnpeaeneHvie cymmapHbix aHTuTen Kaaccos G (IgG) u M (IgM) k SARS-CoV-2 (COVID-19), Kau.
2 - AHTuTena knacca G (IgG) k kopoHasupycy SARS-CoV-2 (COVID-19), koauu.

3p.A.

1650

O6cnepoBaHue ana rocnuUTannsauum

22.1

MHbeKuMmn ans rocnutanmsanmm - CKPUHUHT (KOoMNeKcHoe uccnegoBaHue):
BMY-Kombo (AT K BUY1, 2 + AT), AT K Treponema pallidum (IgG+IgM), HBsAg
(Fenatut B), AT K BUpycy renatunta C (AHTU-HCV, cymmapHbie)

3p.A.

1600




22.2

Npo¢unb «Ha onepauyuio»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)
2 - CO3 (BecTeprpeH)

3 - 'pynna Kposu+pe3syc pakTop

4 - AHTUIpUTPOLUTapPHbIe AT

5-ACT

6 - ANT

7 - Kanwii/Hatpuii/Xnop

8 - BUANPYOUH 06 M

9 - TnioKo3a

10 - Obwuii 6enok

11 - KpeaTuHuH

12 - MoyeBuHa

13 - MpoTpombuH no Keuky + MHO

14 - TpomburHOBOE Bpems

15 - dubpuHoreH

16 - A4YTB

17 - AHTUTPOMOUH I

18 - BU4Y-komb0

19 - F'enatut B: HBsAg

20 - AT K BMpycy renatuta C (aHTn-HCV, cymmapH.)
21 - AT K Treponema pallidum (cymmapH.)
22 - O6LWMi1 aHaNU3 Mmouun

3p.A.

5300

22.3

MNpodunb «Ha onepaumio pacluMpeHHblii (+ puck aHadpunakcum)»
1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dpaKumit neitkounTos)
2 - CO3 (BecTeprpeH)

3 - 'pynna Kposu+pe3syc pakTop

4 - AHTUIpUTPOLUTapPHbIe AT

5-ACT

6 - ANT

7 - Kanwuii /Hatpuit /Xnop

8 - BUANPYOUH 061 M

9 - TnioKo3a

10 - O6bwuii 6enok

11 - KpeaTuHuH

12 - MoyeBuHa

13 - MpoTpombuH no Keuky + MHO

14 - TpomburHOBOE Bpems

15 - dubpuHoreH

16 - A4YTB

17 - AHTUTPOMOUH I

18 - NMaHenb annepreHos "MpesonepaunoHHas”
19 - BUY-komb0

20 - FenaTtut B: HBsAg

21 - AT K Bupycy renatuta C (aHTU-HCV, cymmapH.)
22 - AT K Treponema pallidum (cymmapH.)

23 - O6LWMi1 aHaNU3 Mmouun

4p.4.

14 850

MyKcKoe 3a0poBbe




23.1

Mpodunb «MyKcKoe 380poBbe»
1-TTr

2 - T4 ceobogHbIN

3 - T3 cBoboaHbIN

4 - AHTUTeNa K TupeonepoKkcunaase
5 - AHTUTENa K TUpeornobynunHy

6 - TectocTepoH

7 - TnobynuH, cBA3bIBAKOLLMA NOAOBbIE ropMOHbI (FCIT)
8 - TectocTepoH cBo6OAHbIM
9-ArT

10 - 3ctpaguon

11 - lloTeMHU3MpPYIOLWMIA TOPMOH
12 - oCr

13 - MponakTuH

14 - MporectepoH

15 - 17-OH-MNporecTtepoH

16 - AHTUMIONNEPOB FOPMOH

17- UHrmbwuH B

18 - MNCA ob6wunit

6 p.A.

12 560

23.2

MNpodunb «MyKumnHbl nocne 45-Tn»
1- NT-pro-BNP

2 - C-peaKTuBHbIN Henok

3 - TomoumctenH

4 - NCA obuwunit

5 - MCA cBob0aHbIl

6 - TectocTepoH

7-rcnr

3p.A.

4900

23.3

Npodunb «na 6yaywmx nan»

1 - O6wwmit aHanus Kposu (CBC/Diff - 5 dbpaKumit neitkounTos)
2 - CO3 (BecTeprpeH)

3 - 'pynna Kposwu + pe3yc pakTop

4 - JIIoTeMHU3NPYIOLWMIA TOPMOH

5-dCr

6 - TectocTepoH

7 - TnobynuH cBasbiBatoLWwmit nonosblie ropmoHbl (FCMAT)
8 - BU4Y-kombo

9 - Tenatut B: HBsAg

10 - AT K Bupycy renatuta C (aHTU-HCV,cymmapH.)

11 - AT K Treponema pallidum (cymmapH.)

12 - At K Chlamydia trachomatis IgG

13 - AT K Chlamydia trachomatis IgA

5p.a.

5680

MeHcKoe 3a0poBbe




Mpodunb «KeHcKoe 340poBbe - FOPMOHA/bHLINY (peKOMeHayeTca caaBaTh
Ha 3-5 AeHb uMKna):

1-TTr

2 - T4 ceobogHbIN

3 - T3 cBoboaHbIN

4 - AHTUTeNa K TupeonepoKkcunaase

5 - AHTUTENa K TUpeornobynunHy

6 - JTloTEUHU3UPYIOLWNI TOPMOH

24.1 | 7 - DONAMKYNOCTUMYNNPYIOLLMIA FOPMOH 4 p.a. 6250
8 - OcTtpagmon
9 - MNporecTtepoH
10 - MponakTuH
11 - AHTUMIONNEPOB FOPMOH
12 - 17-OH-MNporecTtepoH
13 - TecTtocTepoH
14 -renr
15 - Koptnson
MNpodunb «¥HeHwmHbI nocne 45»
1 - lomoumcTeunH
2 - C-peaKTnBHbIN 6enoK (ynbTpayyBCTBUTE NbHbIN)
3 - NT-pro BNP
24.2 | 4-CA 125 + HE-4 (onyxonu ANYHUKOB) 12 p.a. 8 650
5 - 3ctpaguon
6 - Beta-Cross-Laps
7 - OcTeoKanbLUMH
8 - PINP
TORCH-uH}eKuMm (KomnnekcHoe uccnepoBaHue):
Toxoplasma gondii IgG (AT kK Tokconnasme IgG), Toxoplasma gondii IgM (AT K
Tokconnasme IgM), Rubella 1gG (AT K BMpYycy KpacHyxu IgG), Rubella IgM (AT K
24.3 | Bupycy KpacHyxu IgM), CMV IgG (AT K umMTomeranosupycy IgG), CMV IgM (AT K 3p.A. 5450

uutomeranosmpycy IgM), Herpes 2 1gG (AT K BUpycCy npocToro repneca 2 Tuna
1gG), Herpes 1 1gG (AT K Bupycy npoctoro repneca 1 tuna 1gG), Herpes(1+2) IgM
(AT K BUpYcy npocToro repreca 1 v 2 Tuna IgM)




Npodunb «Ons 6yaywmx mam»

1 - O6wwmit aHanun3 Kpoeu (CBC/Diff - 5 dpakumit neiikounTos)
2 - CO3 (BecteprpeH)

3 - Tpynna KpoBw + pe3yc pakTop

4 - AHTUIpUTPOLUUTapHble AT

5-TIT; 6 - T4 cBo60AHbIN

7 - AHTUTENA K TUPEOTrN0BYNNHY

8 - AHTuTena Kk TMO

9 - AHTUTena K peuentopam TTT

10 - Mnoko3a

11 - KpeaTuHUH

12 - MoyeBuHa

13 - BuanpybuH obwmii

14 - ACT; 15- ANT

16 - dCI

17 - IoTEeNHU3MPYIOLWMIA TOPMOH

18 - 3ctpaguon

19 - MponaKktuH

20 - TecTocTepoOH

21 - BUY -kombo

22 - Tenatut B: HBsAg

23 - AT Kk Bupycy renatuta C (aHTU-HCV, cymmapH.)
24 - AT K Treponema pallidum (cymmapH.)

25 - At K Chlamydia thrachomatis IgA

26 - AT K Chlamydia thrachomatis 1gG

27 - AT K BUpycy npocToro repneca 1 n 2 tuna IgM
28 - AT K BUpycy npocToro repneca 2 tTuna IgG
29 - AT K Toxoplasma gondii IgG

30 - AT k Toxoplasma gondii IgM

31 - AT K unTomeranosupycy IgG

32 - AT K uutomeranosupycy IgM

33 - AT K BMpYCy KpacHyxu IgG

34 - AT K BUpYCY KpacHyxu IgM

35 - O6bwmii aHanM3 moumn

24.4 5p.A. 12 950




Mpodunb «na 6yaywmx mam - paclUMpeHHbIN (BKIOYaeT reHeTUYecKuii
PUCK HeBbIHALLIMBaHUA 6epemeHHOCTU)»

1 - O6wwmit aHanms Kposu (CBC/Diff - 5 dppakumit neiikoumros); 2 - CO3
(BecteprpeH)

3 - 'pynna Kposwu + pe3yc pakTop

4 - AHTUIpUTPOLUTapPHbIe AT

5-TTrl; 6 - T4 cBoboaHbIN

7 - AHTUTENa K TUpPEornobynnHy

8 - AHTuTena K TNO

9 - AHTUTENna K peuentopam TTT

10 - Fnioko3a

11 - KpeaTnHuH;12 - MoyeBuMHa

13 - BUAnpYyOUH 061 M

14 - ACT; 15- ANT

16 - ®Cr; 17 - 1r

18 - 3ctpaguon; 19 - NponaktuH

24.5 20 - TecTocTepoH 7 p.A. 18 350
21 - BUY -kombo
22 -TenaTtut B: HBsAg
23 - AT K BMpYycy renatuta C (aHTU-HCV, cymmapH.)
24 - AT K Treponema pallidum (cymmapH.)
25 - AT K Chlamydia thrachomatis IgA
26 - AT Kk Chlamydia thrachomatis 1gG
27 - AT K BMpycy npocTtoro repneca 11 2 tuna IgM
28 - AT K BMpYycy npocToro repneca 2 tuna IgG
29 - AT Kk Toxoplasma gondii IgG
30 - AT Kk Toxoplasma gondii IgM
31 - AT K umTomeranosupycy IgG
32 - AT K umTomeranosupycy IgM
33 - AT K BMpYCYy KpacHyxu IgG
34 - AT K BMpYCYy KpacHyxu IgM
35 - O6LWwmMit aHaNu3 mouu
36 - bepemMeHHOCTb - KOMMEeKC (reHeTuKa)
Mpodunb «MNnaHupoBaHue 6epemeHHOCTU (ANArHOCTUKA ypPOreHUTabHbIX
UHeKUMiA)»
1 - ObLLeKNMHMYECKOE UCCef0BaHUE MaTepraa MOYENOIOBbIX OPraHoOB
(KneTouHbIN cocTas, MUKpodopa)
2 - BoinsneHue OHK Chlamydia trachomatis
4.6 3 - BoinneHue AHK Mycoplasma hominis 23pa. 2900

4 - BoisisneHune JHK Ureaplasma urealitycum (T960)

5 - BoinsneHue OHK Neisseria gonorrhoeae

6 - BoinasneHue HK Trichomonas vaginalis

7 - Boinasnernue OHK Mycoplasma genitalium

8 - BoinneHue OHK Bupyca npoctoro repneca 1, 2 Tuna (Herpes simplex virus)
9 - BoinneHue OHK Ureaplasma parvum




24.7

Npodunb «bepemeHHOCTb 1 TPUMeCTp»

1 - O6wwit aHanms Kposu (CBC/Diff - 5 dpakuymit nerikoumtos); 2 - CO3 (no Becteprpen)
3 - O6wuit aHann3 mouu

4 - M'pynna Kposwu + pesyc dakTop (RhD)

5 - AHTUTenNa K pesyc-dakTopy

6 - ®ubpuHoreH; 7 - A4TB; 8 - AHTUTPOMBUH III; 9 - D-anmep

10 - BoNYaHOUHbIN aHTMKOarynsaHT; 11 - MpoTpombuH(no Keuky) +

MHO

12 - AnbbymuH; 13 - Benkosble dpakummn(anektpodopes)

14 - BunmpybuH obwmit; 15 - BuampybuH npamoit(KOHbIOrMpPOBaHHbI)

16 - KpeatuHuH; 17 - Mo4yeBuHa

18 - C-peaKTuBHbIV 6e10K(BbICOKOYYBCTBUTENbHBIN)

19 - MoueBas kucioTa; 20 - XonectepuH obwmii; 21 - Tpuranuepmabl

22 - JIunonpoTenHbl BbICOKOM naoTHoctu (JINBI, HDL)

23 - JIunonpoTenHbl HU3KoM naoTHocTu (JIMHIM, LDL) - npaAmoe onpeaeneHune
24 - C-nenTtnga; 25 - Tnokosa; 26 - DpyKTo3amuH

27 - TAMKO3UNMPOBaHHbINA remornobuH(HBALC)

28 -TTT; 29 - ANT; 30 - ACT ; 31 - LLlenoyHan docodaTasa;

32 - Kanbumii 06wmit; 33 - Kanuit, Hatpuit, Xnop (K+, Na+, Cl-);

34 - ®docdop; 35 - MarHuit; 36 - Heneso cbiBOpoTOUHOE; 37 - PeppuUTUH
38 - donunesan kucnota (donatbl); 39 - Butamuu B12

40 - TTT 4yBCTBUTE/IbHbIN (TUPEOTPOMHbIN FTOPMOH)

41-T4 cs.;42-T3 cB.

43 - BUY-Kombo (HIV): AT K BUpycy ummyHoaeduunTa yesnoseka 1, 2 + aHtureH
44 - AT K Treponema pallidum (1gG+IgM)

HBsAg (aHTureH «s» Bupyca renatura B)

45 - AT K Bupycy renatuta C (@aHTM-HCV, cymmapHsbie)

46 - AT K Chlamydia trachomatis IgG

47 - AT K Chlamydia trachomatis IgA

48 - AT K Toxoplasma gondii IgG (Bo36yaunTenb Tokconnasmosa)

49 - AT Kk Toxoplasma gondii IgM (Bo36yautens Tokconaasmosa)

50 - AT K uuTomeranosupycy IgG (CMV IgG)

51 - AT K uuTomeranosupycy IgM (CMV IgM)

52 - AT K BUpYycy KpacHyxu I1gG (Rubella IgG)

53 - AT K BUpYycy KpacHyxu IgM (Rubella IgM)

54 - AT K BUpYyCy npocToro repneca 2 Tuna IgG (Herpes (HSV) 2 IgG)

55 - AT K BUpYycy npocroro repneca 1 tuna IgG (Herpes (HSV) 1 IgG)

56 - AT K BUpYycy npocToro repneca 1 1 2 Tuna IgM (Herpes (HSV) 1+2 I1gM)

9 p.4.

14 650

24.8

MNpodunb «bepemeHHOCTb 2 TPUMECTP»

1-06wwmit aHanus kposu (CBC/Diff - 5 dpakumit neikounTos)
2 - CO3 (no BecteprpeH)

3 - 06LWMit aHaNn3 Moumn

4 - AHTUTENA K pesyc-daKTopy

5 - ®ubpuHoreH; 6 - AYTB

7 - AHTUTPOMOBUH lIl; 8 - D-anmep

9 - MpoTpombuH (no Keuky) + MHO

10 - AnbbymuH

11 - Benkosble ppakumm (anekTpodopes)

12 - BunnpybuH obwmii

13 - BuAnpyburH NpsAMoi (KOHbIOrMPOBaHHbIN)

14 - KpeaTuHuH; 15 - Mo4yeBuHa

16 - C-peaKTMBHbIN 6€10K (BbICOKOUYYBCTBUTE/IbHbIN)
17 - MoyeBas Kucnota

18 - XonectepuH obwwmi

19 - Tpurnuepunabl

20 - /lunonpoTeunHbl BbICOKOM naoTHocTH (J/1NBIM, HDL)
21 - iunonpoTeunHbl HM3KoM naoTHocTK (JIMTHN, LDL) - npamoe onpeaeneHune
22 - C-nentung,

23 - TnoKo3a

24 - PpyKTO3aMUH

25 - TNMKO3MNMPOBaHHbIN remornobuH (HBALc)

26 -ITT; 27 - ANT; 28 - ACT

29 - lWenoyHan ¢ocdarasa

30 - Kanbuuit obwmii

31 - Kanwuii, Hatpwuia, Xnop (K+, Na+, Cl-)

32 - docdop

9p.4.

8 000




33 - MarHui

34 - *Keneso cbIBOPOTOYHOE

35 - PeppuTtuH

36 - donuesan Kucnota (ponatbl)
37 - ButamuH B12

24.9

MNpodunb «bepemeHHOCTb 3 TpUMeECTP»

1-06wmit aHanus kposu (CBC/Diff - 5 dpakumit neikounTos)

2 - CO3 (no BecteprpeH); 3 - Obwmii aHann3 moum

4 - AHTUTENA K pesyc-daKTopy

5 - ®ubpuHoreH; 6 - AYTB; 7 - AHTUTPOMOUH llI; 8 - D-gumep

9 - NpoTtpombuH (no Keuky) + MHO

10 - AnbbymuH; 11 - Benkosble ppakumm (anekTpodopes)

12 - BunnpybuH obwmii; 13 - BUAnpy6bUH Npsamolt (KOHbIOTMPOBAHHbIN)
14 - KpeaTuHuH; 15 - Mo4yeBuHa

16 - C-peaKTMBHbIN 6€10K (BbICOKOUYYBCTBUTE/IbHbIN)

17 - MoyeBan KucnoTta; 19 - XonectepuH obwmin; 20 - Tpuranuepusbl

21 - IunonpoTeunHbl BbICOKOM naoTHocTH (J/1NBIM, HDL)

22 - JlunonpoTeunHbl HM3Kon naoTHocTK (JIMTHN, LDL) - npamoe onpeaeneHune
23 - C-nentug,; 24 - Thokosa; 25 - PpyKTo3aMUH

26 - TNMKO3MNNPOBaHHbIN remoriobuH (HBALc)

27 -TTT; 28 - ANIT; 29 - ACT

30 - WenoyHan docdatasa; 31 - Kanbumin o6wwmit

32 - Kanwuii, Hatpwuia, Xnop (K+, Na+, Cl-)

33 - docdop; 34 - MarHuii

35 - }Kene3o cbiBOpoTOUHOE; 36 - DepputnH

37 - donnesan Kucnota (ponatbl); 38 - ButamuH B12

39 - TTT YyBCTBUTE/IbHBIN (TMPEOTPOMHbIV FOPMOH)

40-T4 cB.; 41 - T3 cB.

42 - BUY-Kombo (HIV): AT K BUpYyCy MMMyHOAedULMTa YenoBeka 1, 2 + aHTUreH
43 - AT Kk Treponema pallidum (IgG+IgM) HBsAg (aHTureH «s»Bupyca renatmta B)
44 - AT K Bupycy renatuta C (aHTM-HCV,cym.)

45 - At k Chlamydia trachomatis 1gG

46 - AT k Chlamydia trachomatis IgA

47 - AT k Toxoplasma gondii IgG (Bo36yauTenb Tokconaasmosa)

48 - AT k Toxoplasma gondii IgM (Bo3byauTenb ToKkconnasmosa)

49 - AT K umtomeranosupycy IgG (CMV IgG)

50 - AT K umuTomeranosupycy IgM (CMV IgM)

51 - AT K BUpYycy KpacHyxu 1gG (Rubella IgG)

52 - AT K BUpYCYy KpacHyxwu IgM (Rubella IgM)

53 - AT K BUpYCy npocToro repneca 2 Tvna IgG (Herpes (HSV) 2 IgG)

54 - AT K BUpYycy npocToro repneca 1 tvna IgG (Herpes (HSV) 1 IgG)

55 - AT K BUpYycy npocToro repneca 1 u 2 Tuna IgM (Herpes (HSV) 1+2 IgM)
56 - 3cTpmon cB.

9 p.4.

14 800

Onyxonesble 3aboneBaHuA

26.1

Mpo¢dunnb «OHKONOTUUECKUIA }KEHCKUI - CKPUHUHT (COKPALLEHHbI)»
1-P3A

2-AdN

3-CA15-3

4-CA125

5-CA19-9

6-CA72-4

7- SCC

3p.A.

4 850




26.2

Mpodunb «OHKONOTUUYECKNIA }KEHCKUIN»
1-P3A

2-AdN

3-CA15-3

4 - CA 125 + HE-4 (onyxonu aANYHUKOB)
5-CA19-9

6-CA72-4

7-SCC

8 - Cyfra 21-1

9 - NSE

10 - benok S-100

11 - KanbyMTOHUH

12 - TupeornobynuH

13 - beTa-2-MuUKpornobynmH

14 - deppuTUH

15 - Ocrasa

7 p.A.

17 500

26.3

Mpodunb «OHKONOrMUYECKUIA }KEHCKUIA - pacLUMPEHHbIN»
1-P3A

2-AdN

3-CA15-3

4 - CA 125 + HE-4 (onyxonu ANYHUKOB)

5 - Onyxonu mono4yHou xenesbl - BRCA (reHeTuka)
6-SCC

7-CA72-4

8-CA19-9

9-CA242

10 - Cyfra 21-1

11 - NSE

12 - benok S-100

13 - KanbyMTOHUH

14 - TupeornobynuH

15 - beTa-2-MuUKpornobynumH

16 - ®eppuTtuH

17 - Ocrasa

18 - Kanna-uenu uMmyHorn1o6yanHos

19 - Nambaa-uenn MUMMyHOrNo6ynMHOB

7 p.A.

25000

26.4

Mpodunb «OHKONOTMUYECKUIN MYIKCKOI - CKPUHUHI»
1-AonN

2-XrY

3 - MNCA obwwui

4 - NCA cBoboaHbIN

5-P3A

6-CA-19-9

7-CA72-4

3p.A.

4600




Mpodunb «OHKONOrMUECKUIA MY>KCKOM - pacLUIMPEHHbIN»
1-AdN

2-Xr4

3 - MNCA obwuin

4 - NCA cBoboaHbIN

5-P3A

6-CA 242

7-CA19-9

8-CA72-4

9-SCC
26.5 10 - Cyfra 21-1 7 p.A. 15 000

11 - NSE

12 -benok S-100

13 - KanbyMTOHUH

14 - TupeornobynuH

15 - Beta-2-mMUKpoOrnobynunH

16 - ®eppuTtuH

17 - Ocrasa

18 - Kanna-uenu ummyHornobyamHos

19 - Nambaa-uenn MUMMyHOrnobynMHoB

MNPOPUJIb «OHKOMapKepbl AN ANArHOCTUKU, KOHTPOIA IeUEeHUA U

MOHUTOPUHIA OHKONOrM4eckux 3abonesannii KT»

Cocras:

1 - PakoB0-3MbpuMOHanbHbIN aHTUreH (P3A)
26.6 | 2-CA19-9 7 p.A. 9560

3-CA724

4-CA242

5 - AHann3 Kana Ha CKPbITYIO KPOBb (KO/IOPEKTaIbHble KPOBOTEYEHMSA),

KONIMYECTBEHHbIV UMMYHOXMMMYeCcKnin meTog FOB Gold

UHanBuayanbHble permoHanbHble Uccneso0BaHUA

TumonoBsan npoba (TMmosioBepoHanoBas, Npoba MaknaraHa) 10 950
27.1
579 PeHWH-aHrMOTEH3NHOBAA cucTeMa (PEHMH + aHTMOTEH3MH |) B KpoBM 10 2100
273 AHTMTeNa Knacca A (IgA) K 6eTa-2-rnMKoNpPoTenHY B KPOBU 10 3000
27 4 AHTMTeNa Knacca A (IgA) K KapaANoAMNUHY B KPOBU 9 3100

Ob6cnenoBaHWe NoYeEK: pacliMpeHHoe 2 1100
27.5
276 LLinToBNAHAA Kenesa: CKPUHUHT 2 1100

l'McTonornyeckoe MccnesoBaHMe Maaoro onepaumMoHHoro matepuana (1-4 8 1600
27.7 | npenapara)

MPODUJb «PaclumMpeHHbIN KOMMIEKC BUOXMMUYECKMX NOKA3aTeNen KpoBm» 3 1300

27.8




MPODOUNb «/IMNnaHbIA CNeKTp» 3 900

27.9
2710 MPO®UIb «ButamuH D, bocdop, marHuii B KpoBu» 3 1600
2711 MPO®PUND «LLinToBMAHAaA Kenesa — OHKOCKPUHUHI» 3 950
2712 MPODUJIb «KeHcKoe 340pOBbE — FOPMOHA/IbHbBINA CKPUHUHI 3 6970
27.13 | POMK (pactBoprmbie GUBPUHMOHOMEPHDLIE KOMMIEKCHI) 270
Mpodunb «Ecnm 6onsaT cyctaBbl» 8 2500

27.14
27.15 | Npodunb «MapasuntapHbie MHBA3UUY 4500
MMMYHHBI cTaTyc (KOMNAEKCHOe uccieaoBaHue) 7 5750

27.16
9717 WccnepoBaHue arperauymn TpomoounTos npu ctumynaumm AL 2 750
WccnepoBaHue arperauym TpomboLUTOB NPU CTUMYASLMM KONTAreHOM 2 950

27.18
2719 WccnepoBaHue arperauym TpomMo60oUUTOB NPU CTUMYNALUM PUCTOMULMHOM 2 1300
738 MccnepoBaHue CNOHTaHHOM arperauymn TpomoéounTos 2 670
27,39 MpoTpombuH (no Keuky) + MHO 1 300
27.40 Mpodunb «O6cnepoBaHme neYEHM» 1 600
57 41 Mpodunb «O6cnepoBaHme GYHKLMM NOAKENYA0HHON Kenesbl» 2 1100
27.42 | "ExxerogHoe npodunaktuyeckoe obcnenoBaHue ana MyKUMH" 6 4000

Cpok Croumoctb
NabopartopHblie uccnegosaHua (Lentp CNUA) ucnonHewna B | mea/ycnyru
paboumnx gHAax (py6)
dKcnpecc-ANarHoCTUKa

28.1 lenaTtut B, HBsAg - akcnpecc LC 1 680
28.2 lenatut C, - akcnpecc LC 1 680
28.3 PMT Bo3byauTens cudumnunca, - akcnpecc LIC 1 1100
28.4 | BWUY, a/T - aKkcnpecc LC 1 700




06u4e|(nm-mqecxue nccneposaHunA

Buoxumuueckme nccnenoBaHus KpoBu

Buoxmmuueckne nccaeaoBaHNA KPOBU MUHUMASbHBIN Npoduab (06umin 6enok,
MOYEBUHA, KpeaTeHWH, BUANPYOUH 06N, BUANMPYOUH NPAMOI, XONECTEPUH,

28.5 ANT, ACT, weno4yHasa ¢ochoTasa, Kaui,HAaTpUI, KanbLmi, xnopuabl, ramma Il 1 2300

(FrT), rmokosa) UC

Broxmmunueckme nccnenoBaHUA KPOBKU CTaHAAPTHLIVM Npodunb (06wmii 6enok,

aNbbyMWHbI, aMMNAa3a, MOYEBMHA, KPeaTeHUH, BUNUPYOUH 06LWMiA, BUAMPYOUH
28.6 N . N 1 2700

npamoi, xonectepuH, A/1T, ACT, wenodHaa ¢ochoTasa, Kanui, HaTpui,

Kanbuuid, INHMN, NNBM, Tpuravuepuabl, ratokosa) LUC

Buoxmmunyeckme nccnenoBaHUA KPOBU paclLuMpeHHbIM npoduab (06wmii 6enok,

aNbbYMUHbI, MOYEBWHA, KpeaTEHUH, BUANPYBUH 06 M, BUNMPYOUH NpsMON,
28.7 xonectepwH, JINHM, ANBN, tpuranuepnapbl, ANT, ACT, weno4vHas pocdoTasa, 1 3100

aMmna3a, Kanuii,HATPWUIM, KanbLUmia, }eneso, rnokosa, 146, xnopuabl, ramma M

(rT)) uc

OHKOMapKepbl
28.8 | Anbda-petonpotenH LC 3 450
28.9 B2-muKpornobynmH LC 3 1800
28.10 | CA 15-3 Mapkep paka mosiouHoi kenesbl LC 3 650
28.11 | CA 19-9 Mapkep paka nogxenyao4yHou xenesbl LLC 3 650
28.12 | CA 242 Mapkep paKa TONCTOM KMLIKK, NoaxKenyaodHol xenesbl LIC 3 1500
28.13 | CA 125 MapkKep paka amyHmkos LC 3 650
28.14 | CA72-4 MapkKep paka »enyaka LC 3 750
28.15 | MpocTtaTtcneunduyeckunit aHtureH obwmit (MCA obwmin) LC 3 500
28.16 | MpocTtaTcneunduyeckmnii aHTureH ceobogHbi (MCA cBoboaHbIl) LLC 3 480
28.17 | HelpoHcneuedunyeckan eHonasa LC 6 2700
28.18 | OnpegeneHne Al n1oCKOKNETOYHOM KapuuHombl SCC LIC 3 3100
28.19 | PakoBo-ambpuoHanbHbin Al LC 3 470
28.20 | PakTop Hekposa onyxonam LIC 5 1200
[AnarHocTnka nHPeKUMoHHbIX 3aboneBaHui
BUY
28.21 | NNabopaTopHoe uccnegosaHue Ha BUY-uHpekumto LIC 500
28.22 | PedepeHc-anarHoctnka BUY nudperkumnmn LIC 7 3000
Fenatutbl
28.23 | Tenatut A
28.24 | TenatuT AlgG LC 3 400
28.25 | lTenatut AlgM LC 3 400
Fenatut B

28.26 | lenatut B HBcorigM LIC 3 550
28.27 | F'enatut B HBcorlgG LC 3 550
28.28 | F'enatut B HBcor AT cymmapHbie LIC 3 500
28.29 | F'enatut B HBe aHTuren LC 3 350
28.30 | Menatut B HBe aHTUTena LUC 3 400
28.31 | l'enatut B HBs Ag UC 3 350
28.32 | F'enatut B HBs aHTUTEena cymmapHole LC 3 450

AHTMTENA K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (AHTU-HBsAg) 360
28.33 5

KonnundyectseHHo (PMrA) UC

AHTMTENa K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (AHTU-HBsAg) 650
28.34 5

KonnundyectseHHo(MPA) LC
28.35 | AHK renatut B LUC 5 900




28.36 | AHK renatut B KoanvectseHHo LIC 12 1600
Fenatur C
28.37 | lrenatut ClgG UC 3 600
28.38 | l'enatut ClgM UC 3 650
28.39 | AHTUTena K Bupycy renatuta C cymmaptble (IgM+1gG) LIC 3 400
28.40 | F'enatut C AT cnektp LUC 3 530
28.41 | Onpea. reHoTnn Bupyca renatnut C LUC 8 1500
28.42 | PHK renatut C kKauectBeHHO LUC 5 600
28.43 | PHK renatut C KonnyectseHHo LC 12 1700
Fenatut D
28.44 | Tenatut D aHTUTEna cymmapHble LC 3 500
28.45 | PHK renatnt D UC 5 1000
lFepnec Bupychbl
28.46 | lepnecsupyc 1,2 aBuaHoctb AT IgG LUC 5 520
28.47 | epnecsupyc 1,2 AT IgG (tutp) LC 5 420
28.48 | lepnecsupyc 1,2 ATIgM LUC 5 370
28.49 | AHK repnecsupyc 1,2 Tunos LUC 5 560
28.50 | AHK repnecsupyc 6 Tuna LC 5 680
28.51 | AHK uutomeranosupyc LC 5 500
28.52 | AHK uutomeranosupyc (KonmyectseHHo) LIC 12 950
28.53 | Untomeranosupyc-npodpuns IGG-UB LIC 12 1200
28.54 | Untomeranosupyc asugHoctb AT IgG LIC 5 480
28.55 | UmTtomeranosupyc AT IgG (tutp) LC 5 480
28.56 | Untomeranosupyc AT IgM LC 5 510
Cuopunnc
28.57 | Cudbwnnuc: peakums PMMN LC 1 220
28.58 | Cudunumc: PMrA UC 3 350
28.59 | Bosbyautenb cudpunuca (M) LC 5 1800
28.60 | Bosbyautenb cudpunmca AT IgG LIC 3 200
28.61 | Bosbygutenb cupunmca RPR LC 2 200
28.62 | Bosbygutenb cupunmca AT K TpenoHeme IgM(UDA) LC 3 200
28.63 | Bosbygutenb cupunmca AT K TpenoHeme IgM(UDA) cymmapHble LLC 3 300
Kopb
28.64 | Kopb PMTIA LIC 3 600
28.65 | Koptb AT IgM LUC 400
28.66 | Kopb AT IgG UC 3 400
Kokniow
28.67 | Koknwow IgM LC 3 700
28.68 | Kokntow IgA LC 3 700
28.69 | Kokntow PMTA LC 3 350
Mapotur
28.70 | Mapotut AT IgG UC 3 400
28.71 | Mapotut AT IgM LC 3 400
KpacHyxa
28.72 | KpacHyxa IgG UC 3 360
28.73 | KpacHyxa IgG aBugHoctb LIC 420
28.74 | KpacHyxa AT IgM UC 3 420




Ondtepusn

28.75 | AndTepwma PMIA LC 3 450
Bupyc dnwreiiHa-bapp

28.76 | Bupyc 3nwTtenHa-bapp AT EA-IgG LIC 3 420

28.77 | Bupyc 3nwTteliHa-bapp AT NA-IgG LC 3 420

28.78 | Bupyc 3nwTteliHa-bapp AT VCA-IgM LC 3 460

28.79 | Bupyc 3nwTteirHa-bapp onpenenenne OHK LIC 5 400
UepcuHuos

28.80 | UepcnHno3 wrtamm 03 PHIA LUC 3 400

28.81 | UepcnHKno3 wrtamm 09 PHIA LUC 3 400

28.82 | UepcmHum AT IgA LC 3 300

28.83 | UepcuHum AT IgM LC 3 400

28.84 | UepcmHum AT IgG LUC 3 300

BptowHoit T

28.85 | bptowHom Tnd(pearkums Vi-remarrntotuHaumm) LC 3 640
CbinHoi T

28.86 | CbinHoi TMd LIC 3 350
Bpyuennes

28.87 | bpyuennes IgA LC 3 260

28.88 | bpyuennes IgG LC 3 260

28.89 | bpyuennes IgM LC 3 260
Ty6epkynes

28.90 | NcespoTybepKkynes PHIA LC 3 300

28.91 | Tybepkynes AT cymmapHbie (Tutp) LIC 3 600

XenukobaKrep
28.92 | Xenukobaktep AT LUC 3 360




