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Figure S1. Phylogenetic trees based on analysis of ITS and LSU (D1–D2) sequences. Numbers on the 
branches indicate the bootstrap values (%) for each node, calculated from 1,000 replicates. (A), MP 
tree; (B), NJ tree. *: Ex-holotype cultures. 
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Figure S2. Phylogenetic trees based on ITS and β-tubulin sequences. The numbers on the branches 
indicate bootstrap values (%) for each node, calculated from 1,000 replicates. (A), MP tree; (B), NJ tree. 
*: Ex-holotype cultures. 


