Suppl. figure 1: Cassandra LIR alignment of different plant families. Righlighting shows aitierences from consensus (A=reqd, 1=green, C=yellow, G=blue). Consensus was calculated
with a treshold of 25% (bases match atleast 25% of the sequences). For Fabaceae and Asteraceae Cassandras multiple Indels for certain species are observable leading to a
split in different variants. Alignment data as fasta is provided on Zenodo (https://zenodo.org/record/8144620).
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1. Amblyopyrum muticum_AY603371.1
2. Avena sativa_AY271960.1

3. Brachipodium distachyon-Cassandra#LTR/TRM
4. Bromus sterilis AY271957.

5. mlpodmmdrakensbergense FR75775.1

10. Hordeum brachyantherum AY603373.1
11. Hordeum marinum_AY603375.1

12. Hordeum vulgare_AY164585.1

13. Oryza brachyantha-Cassandra#LTR/TRIM
14, Oryza glaberrima_HM481419.1

15. Oryza minuta_HM481420.1

16. Oryza sativa indica-cassandra#LTR/TRIM
17. Oryza sativa japonica-Cassandra#.TR/TRIM
18. Panicum virgatum_KM262797.1

19. Peridictyon sanctum_/ AV503376 1

20. Phleum pratense_AF53:

21. Psathyrostachys fragilis_/ sz719622

22. Saccharum hybrid_KC686839.1

23. Secale cereale_AY359471.1

24, Setaria italica-Cassandra#LTR/TRIM

25. Spartina alterniflora_AY603377.1

26. Sorghum blcolorcassandra#L

27. Triticum aestivum_AY271963.

28. Zea mays_AY271958.1

29. Zingeria biebersteiniana_F175777.1

30. Zingeria biebersteiniana trichopoda_F1975780.1
31. Zingeria kochii_F175778.1

32. Zingeria pisidica_F075779.1
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2. Medicago trucatula-Cassandra#L TR/TRIM T
5. Cajanus cajan-Cassandra#LTR/TRIM —
6. Glycine max-Cassandra#L.TR/TRIM —
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1. Chaenomeles japonica_/ Avsaosoa 1
2. Malus x domestica_AY60336¢

3. Fragaria x ananassa_£ AY860312 1

4. Prunus domestica_AY860314.1

5. Rosa rugosa_AY860316.1

6. Rosa hybrid_AY860315.1

7.Rubus idaeus_AY860317.1
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1. Arabidopsis lyrata-Cassandra#LTR/TRIM
2. Arabidopsis thaliana-Cassandra#L.TR/TRIM
3. Brassica oleracea_AY860307.1

4. Brassica rapa_AY860308.1 1
5. Thellungiella parvula-Cassandra#.TR/TRIM

6. Thellungiella salsuginea-Cassandra#LTR/TRIM

Amaranthaceae
Identity
1. Amaranthus_palmeri_MT230479.1

2. Beta_wulgaris_S1_MK216566.1
3. Chenopodium quinoa

Caryophyllaceae
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1. Colobanthus quitensis_EU882730.1 1 im
2. Silene latifolia_KC686837.1 [N E]
Asteraceae
Identity

1. Artemisia_annua

2. Chrysanthemum_indicum
3. Glebionis_coronaria

4. Tanacetum_cinerariifolium
5. Conyza_canadensis —
6. Helichrysum_umbraculigerum

7. Smallanthus_sonchifolius ]

8. Mikania_micrantha 1

9. Stevia_rebaudiana | —— | — 1
10. Bidens_hawaiensis 1

11. Helianthus_annuus .

12. Scalesia_atractyloides TN .

13. Pluchea_indica (e 1 1 1 '

14. Arcticum_lappa ] [ 1 1

15. Carthamus_tinctorius ] [ (N1} 1

Suppl. figure 2: Cassandra variants within the Asteraceae. Two variants of Cassandra sequences can be identified within the Carduoideae. These sequences share the same internal
region but show different LTR sequence information (A). LTR alignments of Asteraceae Cassandras show different LTR sequence informations for Cassandras and the Cassandra-like non
autonomous elements (B). But internal regions of these variants are highly similiar, although Cassandra-like retrotransposons show a longer variant (C). As for Bidens hawaiensis (Bhaw)
we observe a duplication within the internal region, leading to an usually longer variant. Differences from consensus are highlighted in color (A=red, T=green, C=yellow, G=blue).
Consensus was calculated with a treshold of 25% (bases match atleast 25% of the sequences). Cassandra sequence names are shortened by species name: Aann = Artemisia annua,
Cind = Chrysanthemum indicum, Gcor = Glebionis coronaria, Tcin = Tanacetum cinerariifolium, Ccan = Conyza canadensis, Humb = Helichrysum umbraculigerum, Sson = Smallanthus
sonchifolius, Mmic = Mikania micrantha, Sreb = Stevia rebaudiana, Bhaw = Bidens hawaiensis, Hann = Helianthus annuus, Satr = Scalesia atractyloides, Pind = Pluchea indica, Alap =
Arctium lappa, Ctin = Carthamus tinctorius, Ccar = Cynara cardunculus
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15. Ctin_Cassandra 1
16. Alap_Cassandra_like 1 —
17. Ctin_Cassandra_like 1 — — —a—
18. Ccar_Cassandra_like 1 —
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