Figure S1. Majority-rule consensus tree
from the Bayesian MCMC inference of
the ITS data. Bayesian posterior
probabilities are given above the
branches. Taxa belonging to the
Adenophorus and Mongue groups

are labeled and indicated by vertical
lines to the right. Taxa in orange are
from the New World, in red from Asia
and Australia, in green from continental
Africa, and in blue from Madagascar
and the Comoro Islands.

100

91

—— Croton goudotii
— Croton mongue
- Croton scoriarum

100

58

— Croton bathianus
Croton mayottae (Barthelat 225)

— Croton kinondoensis

- Croton menabeensis

Croton mayottae (Pascal 915)

— Croton mayottae (Hladik 6558)
— Croton sahafariensis
— Croton adenophorus (Van Ee 2291)

WIOR Clade 71

57

73

95

Croton myriaster

—\

10

— Croton regeneratrix

- Croton crocodilorum

Croton appertii
Croton muricatus

Croton farinosus
Croton decaryi

100

98

92[

99

100

Croton megalocarpus
Croton confertus
Croton scheffleri

100

73| 72

Croton jatrophoides

—— Croton megalobotrys

Croton stellatopilosus

— 0.01 substitutions/site

Croton tiglium

Croton astroites
Croton glabellus

C. adenophorus (Van Ee 1141)

Croton phebalioides

Mongue
Group
e
@
(&
(72}
©
(@)]
©
©
©
=
c Q
o S
< o
2 |9
< >
[
o
c
8.
S c
O [}
) ©
© <
(@)]
©
©
©
=
C
| -
()
e
]
>
0
»

Croton menyhatrtii
Croton dichogamus
Croton pseudopulchellus

—— Croton nudatus
Croton nobilis



